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Figure S1. Uncropped blots. 
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Table S1. Insert DNA and Amino acid sequence. 

Insert DNA Sequence Amino Acid Sequence 

IgK-RBD-

FLAG 

ATGGAGACAGACACACTCCTGCTATGGGTACTGCTGCTCTGGG

TTCCAGGTTCCACTGGTGACTCTGGCTCTAGCGGCTCTGGCTCT

AGCGGCGGCATGGTGAGCGGCTGGCGGCTGTTCAAGAAGATT

AGCTCTAGCGGCGACTACAAGGACCACGACGGTGACTACAAG

GACCACGACATCGACTACAAGGACGACGACGACAAGGGCAG

CGGCTCCGGCAGCAGCGGAGGAGGAGGCTCTGGAGGAGGAG

GCTCTAGCGGCGGCAACATCACAAATCTGTGCCCATTCGGCGA

GGTGTTTAACGCCACCAGATTTGCCAGCGTGTATGCCTGGAAC

CGGAAGAGAATCTCTAATTGCGTGGCCGACTATAGCGTGCTGT

ACAATAGCGCCTCCTTCTCTACCTTTAAGTGCTATGGCGTGTCC

CCCACAAAGCTGAACGACCTGTGCTTCACCAACGTGTACGCCG

ACTCTTTTGTGATCAGGGGCGATGAGGTGCGCCAGATCGCACC

TGGACAGACAGGCAAGATCGCCGACTACAACTATAAGCTGCC

AGACGATTTCACCGGCTGCGTGATCGCCTGGAATAGCAACAAT

CTGGATTCCAAAGTGGGCGGCAACTACAATTATCTGTACCGGC

TGTTCAGAAAGAGCAACCTGAAGCCCTTTGAGCGGGATATCAG

CACAGAGATCTACCAGGCAGGCTCCACCCCTTGCAACGGAGT

GGAGGGCTTCAATTGTTATTTTCCCCTGCAGAGCTACGGCTTCC

AGCCTACAAATGGCGTGGGCTATCAGCCATACAGGGTGGTGGT

GCTGTCCTTTGAGCTGCTGCACGCACCTGCAACCGTGTCCTCTG

GACACATCGAGGGCCGCCACATGCTGGAGATGGGCCATCATC

ACCATCATCACCACCACCACCACTGA 

METDTLLLWVLLLWV

PGSTGDSGSSGSGSSG

GMVSGWRLFKKISSSG

DYKDHDGDYKDHDI

DYKDDDDKGSGSGSS

GGGGSGGGGSSGGNI

TNLCPFGEVFNATRF

ASVYAWNRKRISNCV

ADYSVLYNSASFSTFK

CYGVSPTKLNDLCFT

NVYADSFVIRGDEVR

QIAPGQTGKIADYNY

KLPDDFTGCVIAWNS

NNLDSKVGGNYNYL

YRLFRKSNLKPFERDIS

TEIYQAGSTPCNGVEG

FNCYFPLQSYGFQPTN

GVGYQPYRVVVLSFE

LLHAPATVSSGHIEGR

HMLEMGHHHHHHH

HHH 

IgK-RBD-

TMD-

FLAG 

ATGGAGACAGACACACTCCTGCTATGGGTACTGCTGCTCTGGG

TTCCAGGTTCCACTGGTGACTCTGGCTCTAGCGGCTCTGGCAGC

GGCGACTACAAGGACCACGACGGTGACTACAAGGACCACGAC

ATCGACTACAAGGACGACGACGACAAGGGAGGAGGAGGCTCT

AGCGGCGGCAACATCACAAATCTGTGCCCATTCGGCGAGGTGT

TTAACGCCACCAGATTTGCCAGCGTGTATGCCTGGAACCGGAA

GAGAATCTCTAATTGCGTGGCCGACTATAGCGTGCTGTACAAT

AGCGCCTCCTTCTCTACCTTTAAGTGCTATGGCGTGTCCCCCAC

AAAGCTGAACGACCTGTGCTTCACCAACGTGTACGCCGACTCT

TTTGTGATCAGGGGCGATGAGGTGCGCCAGATCGCACCTGGAC

AGACAGGCAAGATCGCCGACTACAACTATAAGCTGCCAGACG

ATTTCACCGGCTGCGTGATCGCCTGGAATAGCAACAATCTGGA

TTCCAAAGTGGGCGGCAACTACAATTATCTGTACCGGCTGTTC

AGAAAGAGCAACCTGAAGCCCTTTGAGCGGGATATCAGCACA

GAGATCTACCAGGCAGGCTCCACCCCTTGCAACGGAGTGGAG

GGCTTCAATTGTTATTTTCCCCTGCAGAGCTACGGCTTCCAGCC

TACAAATGGCGTGGGCTATCAGCCATACAGGGTGGTGGTGCTG

TCCTTTGAGCTGCTGCACGCACCTGCAACCGTGGGGAGTTCCG

GTGGTGGCGGGAGCGGAGGTGGAGGCTCGAGCGGTGGATGGC

CATGGTACATTTGGCTAGGTTTTATAGCTGGCTTGATTGCCATA

GTAATGGTGACAATTATGCTTTGCTGTATGACCAGTTGCTGTAG

TTGTCTCAAGGGCTGTTGTTCTTGTGGTTCCTGCTGCAAATTTGA

TGAAGACGACTCTGAGCCAGTGCTCAAAGGAGTCAAATTACA

TTACACATATCCGTATGATGTTCCGGATTATGCTTAG 

METDTLLLWVLLLWV

PGSTGDSGSSGSGSGD

YKDHDGDYKDHDID

YKDDDDKGGGGSSG

GNITNLCPFGEVFNA

TRFASVYAWNRKRIS

NCVADYSVLYNSASF

STFKCYGVSPTKLNDL

CFTNVYADSFVIRGDE

VRQIAPGQTGKIADY

NYKLPDDFTGCVIAW

NSNNLDSKVGGNYN

YLYRLFRKSNLKPFER

DISTEIYQAGSTPCNG

VEGFNCYFPLQSYGF

QPTNGVGYQPYRVVV

LSFELLHAPATVGSSG

GGGSGGGGSSGGWP

WYIWLGFIAGLIAIVM

VTIMLCCMTSCCSCL

KGCCSCGSCCKFDED

DSEPVLKGVKLHYTY

PYDVPDYA 
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