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Supplementary Figure 2: Gating strategy for T cell proliferation analysis
Total cells (A) were first gated from debris by forward and side-scatter area, followed by the exclusion of doublet cells (B-C) by forward and side-

scatter area against forward and side-scatter width. Dead cells were then excluded based on detection of the Near-IR live/dead stain (D). T cells were
subsequently selected for by gating for CD3 positive cells stained with CD3-PECF594 (E). CD8 positive T cells were selected for by gating for cells

stained with CD8 APC (F). Cells were finally gated into proliferation generations based on the amount of CFSE stain present (G)



