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Supplementary Figure S1 Epitope identification. Multiple but distinct overlapping peptides from a single participant were considered to
reflect a response to one underlying epitope. Thus, to identify the minimal set of underlying epitopes that could explain each participant’s
peptide responses, we applied an overlap criterion that if two or more peptides share a region of 28 positions then they can be explained
by a single epitope. This criterion was applied iteratively to all possible combinations of a patient’s peptide responses, to identify the
minimal number of epitopes that could explain all the peptide responses.
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Supplementary Figure S2 Overall density of the lengths of the determined epitopes. Comparison made between the densities in the
positive and negative peptides
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Supplementary Figure S3. Analysis of quality of response induced by epitopes that required a non-consensus peptide and those that
were detected by the consensus peptide

15 4 . COOOEOOT00  COBEC-OGE000

14 1 L] L]
=
o 13 [T}
=
L
g
5 12
=
8
E 11 1 L]
(%]
E
= —as0ee—
L

®
T T T T T
GTC*T GTC™ GTeNT G~C* G+

Epitope detection
Supplementary Figure S4 Distribution of the different length epitopes to the different epitope groupings



