Supplementary Figure S1
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Supplementary Figure S1. Up-regulations of genes downstream of Nrf2 by Tau-Cl-pre-treatment in H,O,-treated
C6 cells.

C6 cells were pre-treated with 200 uM of Tau-Cl for 9 h, and then treated with H,0, (300 uM) for 1 h. Levels of GCLM,
GCLC, NQO1, and Nrf2 were determined at 6 h after H,O, treatment. Representative images are presented in A and
quantified results are presented in B-E as mean + SEM (n=4). *p<0.05 and **p<0.01 versus untreated controls, #p<0.05 and

##p<0.01 between indicated groups.
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