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Abstract: Soybean meal (SBM) is a premier source of protein for feeding food-producing animals.
However, its nutritional value can be compromised by protein oxidation. In this study, a total
of 54 sources of solvent extracted SBM (SSBM) and eight sources of mechanically extracted SBM
(MSBM), collected from different commercial producers and geographic locations in the United
States during the years 2020 and 2021, were examined by chemometric analysis to determine the
extent of protein oxidation and its correlation with soybean oil extraction methods and non-protein
components. The results showed substantial differences between SSBM and MSBM in the proximate
analysis composition, protein carbonyl content, lipidic aldehydes, and antioxidants, as well as subtle
differences between 2020 SSBM and 2021 SSBM samples in protein oxidation and moisture content.
Correlation analysis further showed positive correlations between protein carbonyl content and
multiple lipid parameters, including the ether extract, p-anisidine value, individual aldehydes, and
total aldehydes. Among the antioxidants in SBM, negative correlations with protein carbonyl content
were observed for total phenolic content and isoflavone glycoside concentrations, but not for Trolox
equivalent antioxidant capacity (TEAC), α-tocopherol, and γ-tocopherol. Overall, soybean oil extrac-
tion methods, together with other factors such as enzyme treatment and environmental conditions,
can significantly affect the proximate analysis composition, the protein and lipid oxidation status, and
the antioxidant profile of SBM. Lipidic aldehydes and phenolic antioxidants play counteracting roles
in the oxidation of soy protein. The range of protein carbonyl content measured in this study could
serve as a reference to evaluate the protein quality of SBM from various sources used in animal feed.

Keywords: aldehydes; antioxidant; isoflavones; lipid oxidation; protein oxidation; soybean meal

1. Introduction

Soybean meal (SBM) is the by-product of soybean oil extraction, with annual produc-
tion of 257 million metric tons globally in 2022 [1]. SBM is the primary source of protein
in the diets of many food-producing animals because of its favorable attributes, including
high crude protein content, a balanced amino acid profile, high amino acid digestibility,
palatability, and wide availability [2]. Hexane-based processing is the most widely used
method to extract oil from soybeans, yielding solvent-extracted SBM (SSBM). Alternatively,
mechanically extracted SBM (MSBM) can be produced by applying continuous mechanical
screw processes or expellers to extract soybean oil. In general, solvent extraction is more
efficient than mechanical extraction in recovering oil, resulting in as little as 0.5% residual
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oil in SSBM but approximately 5% to 8% residual oil in MSBM [3,4]. Despite this differ-
ence, modest amounts of soybean are still processed by mechanical extraction for reasons
including lower initial capital costs and the avoidance of solvent usage [3].

In recent years, the use of enzyme treatment to enhance the feeding value of SBM
has also attracted attention, since enzyme-treated SBM contains greater crude protein,
amino acid, and small peptide content and lower concentrations of anti-nutritional factors
than conventional SSBM [5]. Studies have shown that feeding diets containing enzyme-
treated SBM to weaned pigs improves the dietary protein digestibility, growth performance,
antioxidant index, immune function, and gut health [5–7]. Currently, there is a very
limited supply available of enzyme-treated SBM produced in the United States for more
comprehensive comparisons.

Inappropriate processing and storage can cause the oxidation of SSBM and MSBM,
compromising their nutritional value. Feeding oxidized SBM to livestock and poultry has
been shown to reduce the digestibility of amino acids (e.g., lysine), disrupt the antioxidant
status, and impair growth performance [8–10]. Unfavorable physical conditions, including
thermal exposure (e.g., toasting) and pressure (extrusion), along with pro-oxidant chemical
factors including moisture, water activity, and oil content, can cause significant protein
and lipid oxidation, while natural soy phytochemicals such as isoflavones, phenolic acids,
and tocopherols can function as antioxidants [11,12]. Normally, controlled heating is
purposely used in SBM processing to denature antinutritional native soy proteins, especially
trypsin inhibitors, in raw soybeans to improve their nutritional value [13,14]. However,
excessive heating oxidizes the proteins in SBM and leads to the peroxidation of soybean
oil [9,10,15,16]. In addition, moisture and water activity are commonly used as indicators
to predict the susceptibility and resistance of feed ingredients to spoilage during storage,
because excessive free water promotes microbial growth, nonenzymatic spontaneous
reactions, and enzyme activity [17–19]. The consequences of these pro-oxidation events are
the peroxidation of unsaturated fatty acids and the formation of lipid oxidation products
(LOPs) [15,16]. Among the diverse LOPs, reactive aldehydes can covalently bond with
amino and sulfhydryl groups of amino acids, forming carbonylated soy proteins with
decreased solubility and digestibility [20,21].

Comparative surveys on the nutrient and chemical compositions of sources of SBM
are routinely conducted to determine their quality and to examine the influences of climate,
management practices, and processing conditions [22,23]. However, limited data are
available on the extent of protein and lipid oxidation in commercial SBM sources, types
of SBM, and associated contributing factors. Therefore, the objectives of this study were
to measure the concentrations of protein carbonyl, lipidic aldehydes, and antioxidants in
a total of 62 MSBM and SSBM samples produced in years 2020 and 2021 from various
geographical locations in the United States. The effects of different processing methods
on soy protein oxidation were further evaluated by determining correlations between
oxidation measures and pro- and anti-oxidation factors.

2. Materials and Methods
2.1. Soybean Meal Samples

A total of 62 SBM samples were generously provided by commercial soybean proces-
sors in the United States, including 38 SSBM from the year 2020 (2020 SSBM), 16 SSBM from
the year 2021 (2021 SSBM), and 8 MSBM from the year 2021 (2021 MSBM). The 2021 SSBM
contained one HP300 sample (Hamlet Protein, Findlay, OH, USA), which was produced
by a proprietary enzyme treatment of conventional SSBM. All SBM samples were ground
and sieved through a #18 mesh, and then sealed in polypropylene bags and stored at 4 ◦C
before analysis.

2.2. Chemicals and Reagents

The chemicals and reagents used in sample preparation, chemical analysis, LC-MS
analysis, structural confirmation, and quantification are listed in Table S1.
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2.3. Proximate Analysis

Samples of SBM were analyzed for moisture, crude protein, ether extract, crude fiber,
and ash using the Association of Official Agricultural Chemists (AOAC) procedures (Table S2)
by the University of Missouri Agricultural Experiment Station Chemical Laboratories.

2.4. Water Activity

The water activity of SBM samples was measured in duplicate using an AQUA LAB
CX-2 water activity meter (Decagon Devices, Pullman, WA, USA) [24].

2.5. Protein Carbonyl Content

The protein carbonyl content of SBM was analyzed using a modified 2,4-dinitrophenyl-
hydrazone (DNPH)-based method [25]. Soy protein was extracted by mixing 0.3 g of
SBM with 5 mL of water, followed by 30-min sonication, 10-min vortexing, and 10-min
centrifugation at 18,000× g. After passing the supernatant through a 0.22 µm syringe
filter, 0.5 mL of the filtrate was mixed with 0.1 mL of 10 mM DNPH in 2 M HCl in a
1.5 mL Eppendorf tube by vortexing for 60 min, followed by the addition of 0.6 mL of 20%
trichloroacetic acid (TCA) solution, chilling on ice for 20 min, and 10-min centrifugation
at 18,000× g. The precipitated protein pellet was washed three times by 5-min vortexing
with 1 mL of ethanol-ethyl acetate (1:1), followed by 10-min centrifugation at 18,000× g
and decanting the supernatant after each wash. The protein pellet was dried with nitrogen
and redissolved with 0.5 mL of 6 M guanidine hydrochloride by vortexing for 20 min. The
absorbance of the protein solution (As) was measured at 370 nm using a spectrophotometer.
The absorbance of the blank solution of 0.1 mL of 2 M HCl without DNPH (Ab) was also
measured. The soluble protein concentration was determined using a BCA Protein Assay
Kit (Thermo Fisher Scientific, Waltham, MA, USA), and the protein carbonyl content was
calculated with the following equation:

Carbonyl content(µmol/gprotein) =
(As−Ab)/ε

Soluble protein concentration

in which ε is the molar absorptivity coefficient of 22,000/M/cm.

2.6. p-Anisidine Value (p-AV)

The p-AV was measured according to the Official Method Cd 18–90 from the American
Oil Chemists Society (AOCS). Briefly, 2 g of SBM was mixed with 5 mL of isooctane,
followed by 30-min vortexing and 10-min centrifugation at 18,000× g, and the supernatant
was collected for the p-AV analysis according to the official method.

2.7. Aldehydes

Aldehydes in the SBM samples were extracted with isooctane and then analyzed based
on a previously established method [16]. First, 2 g of SBM was mixed with 5 mL of isooctane,
followed by 30-min vortexing and 2-min centrifugation at 1500× g. This extraction was
conducted three times, and all the supernatants were collected and dried under a stream of
nitrogen, obtaining residual oil containing aldehydes. Then, 2 µL of the oil was used for
2-hydrazinoquinoline (HQ)-based derivatization [16], and a 5 µL aliquot was injected into
an ultraperformance liquid chromatography (UPLC) system equipped with a BEH C18
column (Waters, Milford, MA, USA) using a mobile phase gradient for separation (Table S3).
The liquid chromatography (LC) eluant was introduced into a Xevo-G2-S quadrupole time
of flight mass spectrometer (QTOFMS) system (Waters) for accurate mass measurement
and ion counting. For accurate mass measurement, the mass spectrometer was calibrated
with sodium formate solution with a mass-to-charge ratio (m/z) of 50–1200 and monitored
by the intermittent injection of lock mass leucine enkephalin ([M + H]+ = m/z 556.2771)
in real time. Mass chromatograms and mass spectral data were acquired and processed
using the MassLynxTM software V4.2 (Waters) in centroided format. The chemical identities
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of compounds of interest were identified by accurate mass-based elemental composition
analysis, MSMS fragmentation, and comparisons with authentic standards. Individual
compound concentrations were determined by calculating the ratio between the peak area
of compound and the peak area of the internal standard and fitting with a standard curve
using the QuanlynxTM software V4.2 (Waters).

2.8. Trolox Equivalent Antioxidant Capacity (TEAC)

The antioxidant compounds in SBM samples were extracted and subsequently used
for the TEAC analysis [26]. Briefly, 50 mg of SBM was mixed with 500 µL of methanol,
followed by 15-min vortexing, 15-min sonication, and 10-min centrifugation at 18,000× g.
The extraction was conducted three times, and all the supernatants were dried with nitrogen.
The extract was redissolved with 200 µL of 60% aqueous methanol. Afterwards, (2,2’-azino-
bis (3-ethylbenzothiazoline-6-sulphonic acid)) diammonium salt (ABTS) stock solution
(7 mM in water) was reacted with 2.45 mM potassium persulfate, and then kept in the
dark for 12–16 h to generate an ABTS•+ solution. The ABTS•+ solution was diluted with
ethanol to reach absorbance of 0.70 ± 0.02 at 734 nm before use. Next, 500 µL of diluted
ABTS•+ solution was mixed with 20 µL of the extract solution. After 6-min incubation at
room temperature, the absorbance was measured at 734 nm. Finally, 6-hydroxy-2,5,7,8-
tetramethylchroman-2-carboxylic acid (Trolox) was used for the standard curve.

2.9. Tocopherols

The α- and γ-tocopherol concentrations in SBM samples were analyzed based on
a previously established method [27]. Briefly, 100 mg of SBM was mixed with 1 mL of
methanol, followed by 15-min vortexing, 15-min sonication, and 10-min centrifugation at
18,000× g. The extraction was conducted three times, and all the supernatants were dried
under a stream of nitrogen. Then, the extract was reconstituted with 200 µL of methanol
containing 5 µg/mL tripentadecanoin (internal standard), and a 5 µL aliquot of the extract
solution was injected into the same UPLC-MS system as described for the aldehyde analysis
but using a different mobile phase gradient for separation (Table S3).

2.10. Total Phenolic Content

The total phenolic content of SBM samples was analyzed using the Folin–Ciocalteu
method [26]. A 40 µL aliquot of the extract solution from the TEAC assay was mixed with
460 µL of water and 50 µL of Folin–Ciocalteu reagent. After 3 min, 100 µL of 35% sodium
carbonate solution and 350 µL of water were added into the mixture, followed by 60-min
incubation at ambient temperature. The absorbance was measured at 725 nm using a
spectrometer. Caffeic acid was dissolved in 60% methanol and used for the standard curve.

2.11. Isoflavones

The concentrations of isoflavones (genistin, genistein, daidzin, and daidzein) were ana-
lyzed based on a previously established method [28]. Briefly, 60 mg of SBM was mixed with
600 µL of 70% methanol containing 1 µM sulfadimethoxine (internal standard), followed
by two rounds of 15-min vortexing and 15-min sonication. After 15-min centrifugation
at 18,000× g, the supernatant was collected for isoflavone quantification using the same
UPLC-MS system as described for the aldehyde analysis but using a different mobile phase
gradient for separation (Table S3).

2.12. Statistical Analysis

Data were analyzed using GraphPad Prism 9.30 (GraphPad Software, San Diego, CA,
USA), and statistical analysis was conducted with standard one-way ANOVA and Tukey’s
multiple comparisons tests. Correlations were analyzed by two-tailed Pearson correlation
analysis. Statistically significant differences were noted when p < 0.05, and 0.05 ≤ p ≤ 0.10
was considered a statistical trend.
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3. Results
3.1. Proximate Analysis and Water Activity of SSBM and MSBM

The proximate analysis showed that SSBM samples produced during 2020 and 2021
had greater crude protein and ash content (Figure 1A,B) but less ether extract and crude fiber
(Figure 1C,D) compared with 2021 MSBM samples. Both 2020 and 2021 SSBM samples had
greater moisture content than 2021 MSBM samples (Figure 1E), which was consistent with
the greater water activity in SSBM samples (Figure 1F) compared with MSBM samples. The
greater moisture content in the 2020 SSBM samples compared with 2021 SSBM samples was
unexpected (Figure 1E). In addition, the HP300 sample deviated from the other conventional
2021 SSBM samples in its greater crude protein (Figure 1A), reduced moisture content
(Figure 1E), and lower water activity (Figure 1F).
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Figure 1. Proximate analysis and water activity of SSBM and MSBM samples. (A) crude protein,
(B) ash, (C) ether extract, (D) crude fiber, (E) moisture, and (F) water activity. The HP300 sample in
the 2021 SSBM is shown as a solid green square. Numerical values of proximate analysis and water
activity are listed in Table S4. Data are presented as mean ± SD. **, p < 0.01; ****, p < 0.0001 from
one-way ANOVA and Tukey’s multiple comparison.

3.2. Protein Oxidation of SSBM and MSBM

The protein oxidation of SBM samples was evaluated by determining their protein
carbonyl content. The results showed that both 2020 and 2021 SSBM samples had lower
carbonyl concentrations than the 2021 MSBM samples (Figure 2). Moreover, the 2021 SSBM
samples had greater protein carbonyl content than the 2020 SSBM samples (Figure 2).
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3.3. Lipid Oxidation of SSBM and MSBM

The lipid oxidation of SBM samples was first evaluated by determining their p-AVs.
The results showed that the p-AVs of 2020 and 2021 SSBM samples were comparable, but
both had smaller p-AVs than observed in the 2021 MSBM samples (Figure 3A). Within the
2021 SSBM samples, the HP300 sample had a greater p-AV than the other conventional
SSBM samples (Figure 3A). Subsequent analysis of individual aldehydes (from C6–C10)
showed variation in their distribution profiles across different sample groups and within the
same sample group. Among these aldehydes, 2-heptenal was the most abundant aldehyde
in all SBM samples (Figure 3D). The 2021 MSBM samples contained higher concentrations
of 2-hexenal, 2-heptenal, octanal, 2-octenal, nonanal, 2,4-nonadienal, and 2-decenal than
the 2020 SSBM samples (Figure 3B,D–G,I,J) and greater concentrations of octanal, nonanal,
and 2,4-nonadienal than the 2021 SSBM samples (Figure 3E,G,I). Between the two groups of
SSBM samples, 2021 SSBM samples had more 2,4-heptadienal (Figure 3C) but less nonanal
(Figure 3G) than the 2020 SSBM samples. No differences in 2-nonenal concentrations were
observed among the three SBM groups evaluated (Figure 3H). Total aldehydes were greater
in the 2021 MSBM samples than in the 2020 SSBM samples but not for the 2021 SSBM
samples (Figure 3K).
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3.4. Total Antioxidant Capacity and Tocopherol Concentrations of SSBM and MSBM

The antioxidant capacity of SSBM and MSBM samples was evaluated using the TEAC
assay to calculate a Trolox-equivalent value. The results showed that the 2020 and 2021
SSBM samples had comparable TEAC values but greater antioxidant capacity than the
2021 MSBM samples (Figure 4A). However, the subsequent analysis of tocopherols showed
that both 2020 and 2021 SSBM samples had less α-tocopherol and γ-tocopherol than the
2021 MSBM samples (Figure 4B,C), indicating that other antioxidants besides tocopherols
contributed to the increased antioxidant capacity of SSBM.
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as mean ± SD. **, p < 0.01; ***, p < 0.001 from one-way ANOVA and Tukey’s multiple comparison.

3.5. Total Phenolic and Isoflavone Concentrations of SSBM and MSBM

The total phenolic content of SBM samples was evaluated by the Folin–Ciocalteu
assay. The results showed that the 2020 and 2021 SSBM samples had comparable total
phenolic content, but they both contained more phenolics than the 2021 MSBM samples
(Figure 5A). Isoflavones are the predominant and unique phenolic compounds in SBM, and
the following were characterized by LC-MS analysis in both SSBM and MSBM samples:
daidzin (I), glycitin (II), genistin (III), 6′′-O-malonyldaidzin (IV), 6′′-O-acetyldaidzin (V),
daidzein (VI), 6′′-O-acetylgenistin (VII), and genistein (VIII) (Figure 5B, Table 1). The
concentrations of daidzin, genistin, daidzein, and genistein in SBM were quantified using
authentic standards, and results indicated that daidzin and genistin, two glycosides, were
far more abundant than daidzein and genistein, their respective aglycones (Figure 5C–F).
The concentrations of daidzin and genistin in both 2020 and 2021 SSBM samples were
greater than those of the 2021 MSBM (Figure 5C,D). In contrast, 2020 SSBM samples had
less genistein than 2021 MSBM samples (Figure 5F), while the concentrations of daidzein
were comparable across the three sample groups (Figure 5E). In addition, the HP300 sample
contained greater daidzein and genistein concentrations than conventional 2021 SSBM
samples (Figure 5E,F).

Table 1. Major isoflavones identified in the LC-MS analysis of SSBM and MSBM samples.

Peak
ID RT (min) Identity Formula Mode of Ion

Detection m/z of Detection ∆ppm Database ID

I 0.98 Daidzin * C21H20O9 M+H 417.1180 0 HMDB0033991
II 1.17 Glycitin # C22H22O10 M+H 447.1286 0 HMDB0002219
III 1.69 Genistin * C21H20O10 M+H 433.1129 1 HMDB0033988
IV 3.30 6′′-O-Malonyldaidzin # C24H22O12 M+H 503.1184 1 HMDB0041263
V 4.19 6′′-O-Acetyldaidzin # C23H22O10 M+H 459.1286 1 HMDB0030689
VI 4.38 Daidzein * C15H10O4 M+H 255.0652 4 HMDB0003312
VII 4.73 6′′-O-Acetylgenistin # C23H22O11 M+H 475.1235 1 HMDB0029528
VIII 4.91 Genistein * C15H10O5 M+H 271.0601 4 HMDB0003217

* confirmed by authentic standards; # determined by both elemental composition analysis and literature review
[28]; ∆ppm indicates the deviation of the measured mass from the exact mass of the identified compound in parts
per million (ppm). The Human Metabolome Database (HMDB, https://hmdb.ca, accessed on 13 May 2023) was
used for the database search.

https://hmdb.ca
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Figure 5. Total phenolic content and isoflavone concentrations of SSBM and MSBM samples. (A) Total
phenolic content, (B) representative LC-MS chromatograms of MSBM and SSBM (peaks of major
isoflavones are labeled as I–VIII), (C) daidzin (I), (D) genistin (III), (E) daidzein (VI), and (F) genistein
(VIII). The HP300 sample in the 2021 SSBM is shown as a solid green square. Numerical values of total
phenolic content and isoflavones are listed in Table S6. Data are presented as mean ± SD. *, p < 0.05;
**, p < 0.01; ***, p < 0.001; ****, p < 0.0001 from one-way ANOVA and Tukey’s multiple comparison.

3.6. Correlations of Proximate Analysis Composition, Lipid Oxidation, and Antioxidants with
Protein Oxidation in SBM

Individual parameters of the proximate analysis, lipid oxidation, and antioxidants
were correlated with the protein carbonyl content for their potential associations and
contributions to protein oxidation in SSBM and MSBM samples. Among the proximate
analysis parameters, crude fiber and ether extract were positively correlated with the pro-
tein carbonyl content of SBM, while moisture and water activity were negatively correlated
(Figure 6). The parameters of lipid oxidation, including p-AV, total aldehydes, and indi-
vidual aldehydes, were all positively correlated with protein carbonyl content (Figure 6).
Among the measured antioxidants, negative correlations with protein carbonyl content
were observed for total phenolics and daidzin, but not for daidzein, TEAC, α-tocopherol,
and γ-tocopherol (Figure 6). In addition, genistin tended to be negatively correlated with
protein carbonyl content (p = 0.063), while genistein, which is a corresponding isoflavone
aglycone, had a positive correlation with protein oxidation (Figure 6).
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4. Discussion

Protein and lipid oxidation are detrimental characteristics that reduce the nutri-
physiological value of feed ingredients because oxidized proteins and lipids, such as
carbonylated protein, crosslinked peptides, and lipidic aldehydes, in feed ingredients
can lead to oxidative stress, impaired protein and lipid digestibility, and compromised
intestinal function in food-producing animals [9,10,29]. Therefore, measuring the oxidation
levels of feed ingredients, together with conventional nutrient composition analysis, can
provide a more complete evaluation of their nutri-physiological value, facilitating the prac-
tice of precision animal nutrition [30]. Results from our chemometric survey of multiple
and diverse sources of commercial SSBM and MSBM samples provide a comprehensive
overview of the oxidation status of SBM from industrial production in the United States.
More importantly, these data demonstrate the potential associations and contributions of
the processing methods, and the presence and concentrations of prooxidants, antioxidants,
and other physicochemical factors associated with the protein oxidation of SBM, through
correlation analyses (Figure 7).
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4.1. Protein Oxidation Status in SSBM and MSBM

Protein oxidation encompasses diverse chemical modifications on amino acid side
chains and the peptide backbone [31]. The formation of protein carbonyls is a common
type of protein oxidation, derived from the direct oxidation of amino acid side chains by
reactive radicals or the binding of amino acid side chains with reactive carbonyls, such
as the aldehydes from lipid peroxidation, through the Michael addition reaction or the
formation of Schiff bases [32]. Compared with other protein-related quality indicators
of SBM, such as trypsin inhibitor activity, urease activity, KOH solubility, the protein
dispersibility index, and reactive lysine, published data on the protein carbonyl content
in SBM have been limited to only a few reports with small sample sizes [9,10,33]. Based
on our literature search, the current study is the first comprehensive survey of the protein
carbonyl content in commercial SSBM and MSBM sources and it showed that the majority
of the 62 tested SBM samples had protein carbonyl content within the range of 3–12 µmol/g
protein, with averages of 5.6 µmol/g protein for SSBM and 9.2 µmol/g protein for MSBM.
Considering that the protein carbonyl content has been used in monitoring the protein
quality of other foods and feed ingredients [34], our results could serve as a reference
in practice in evaluating and comparing the protein quality of commercial SBM sources.
This recommendation is further supported by the observations that feeding heated SBM
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with protein carbonyl content within the range of 8.5–12 µmol/g protein has been shown
to impair the growth performance, digestive function, and antioxidant status of young
broilers and laying hens [9,10,33]. Therefore, more animal-feeding-based nutritional studies
are needed to define the associations between protein carbonyl content and production
performance in different animal species and to determine the threshold of toxicological
concern for protein carbonyls in the dietary exposure of oxidized SBM.

Processing and storage are two external factors that may affect the protein oxidation
status of SBM. Results from a previous study showed that the protein in defatted soy flour
was chemically stable after 250 days in storage at 25, 4, and −20 ◦C [35]. Low moisture
and water activity in SBM, as shown in the current study, also favor stability in long-
term storage. Therefore, storage under ambient conditions is not likely to be a significant
contributor to protein carbonylation in SBM. In contrast, the influences of the processing
method on protein carbonyl production in SBM are evident in the current study—the
carbonyl concentrations in MSBM were greater than those in conventional SSBM. This
phenomenon is related to exposure to different thermal treatments in the process used to
extract soybean oil and subsequently produce SSBM and MSBM. Previous investigations
have shown that thermal treatment causes significant increases in the protein carbonyl
content of SBM [9,10]. The process used to produce SSBM involves mild heat exposure
during solvent extraction (e.g., toasting), but high pressure and heat occur with continuous
screw pressing during the processing of MSBM [4]. Therefore, the significant difference in
protein carbonyl content between SSBM and MSBM can likely be attributed to processing
conditions rather than storage. In addition, mechanical extraction is commonly used for
the small-volume production of soybean oil and involves more variation in the types of
extraction equipment (e.g., extruder or expeller) and processing parameters (e.g., extrusion
temperature) than solvent extraction [3,36]. These factors may account for the greater
variation in the protein carbonyl concentrations of MSBM (Figure 2), which may result in
variable animal growth performance and amino acid digestibility responses when animals
are fed MSBM [36,37]. Moreover, the observation of rather high protein carbonyl content
(9.3 µmol/g protein) in the HP300 sample, which was produced by the proprietary enzyme
treatment of conventional SSBM and post-treatment heating [38,39], also highlights the
impact of processing.

Another interesting observation is that the 2021 SSBM samples had greater protein
carbonyl content than the 2020 SSBM samples, even though they were both produced by
solvent extraction and had comparable proximate analyses. According to the National
Oceanic and Atmospheric Administration (NOAA), 2021 was the fourth-warmest year
in the 127-year period of NOAA’s record (https://www.ncei.noaa.gov/news/national-
climate-202112, accessed on 17 May 2023) and had above-average temperatures in the
soybean production areas of the United States (Figure S1). Together with the lower moisture
content in 2021 SSBM samples, these observations may imply an effect of climate during
soybean production on the protein oxidation of SBM.

4.2. Correlations of Lipid Oxidation with Protein Oxidation in SSBM and MSBM

Lipids, mainly unsaturated fatty acids, are the sources of lipidic aldehydes for protein
carbonylation reactions. Mechanical extraction is not as efficient as solvent extraction in the
recovery of soybean oil, leaving more residual oil in MSBM. The residual oil is subject to
oxidation under the same conditions that promote the oxidation of soy protein, including
thermal treatment and oxygen, resulting in elevated p-AV, peroxide values, and unsaturated
aldehydes [15,16]. Many reactive aldehydes, including 2,4-decadienal, malondialdehyde,
and 4-hydroxy-2-nonenal, can react with the side chains of amino acids (e.g., lysine) to
form protein carbonyls, compromising the physicochemical properties (e.g., solubility) and
nutritional value (e.g., digestibility) of the affected proteins [20,40]. Extensive evidence
supports the roles of lipid oxidation in the oxidation of soy protein. For example, full-fat
soy flour was more prone to protein carbonylation under the same storage conditions as
defatted soy flour [35]. In addition, a soy protein isolate incubated with highly oxidized

https://www.ncei.noaa.gov/news/national-climate-202112
https://www.ncei.noaa.gov/news/national-climate-202112
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soybean oil and fish oil with greater p-AV produced more protein carbonyls than fresh oils
with lower oxidation levels [21]. Therefore, it is not surprising that we observed strong
positive correlations in this study between protein carbonyls and multiple lipid parameters,
including the ether extract, p-AV, individual aldehydes, and total aldehydes (Figure 7).
The management of the residual oil content and its oxidation could play a key role in the
processing and storage practices to control protein oxidation in SBM.

4.3. Correlations of Antioxidants with Protein Oxidation in SSBM and MSBM

Soybean meal contains several bioactive phytochemicals with antioxidant proper-
ties [12,41], including diverse phenolic compounds and tocopherols, but the correlations be-
tween these antioxidants and protein oxidation were not consistent in this study (Figure 7).
First, TEAC, α-tocopherol, and γ-tocopherol were not significantly correlated with protein
carbonyl content (Figure 6). In fact, SSBM samples had less α- and γ-tocopherol than MSBM
samples, which was potentially due to the lower residual oil content in SSBM, even though
they had higher TEAC values (Figure 4). These observations indicate that tocopherols are
not the major contributors to the total antioxidant activity of SBM. Secondly, a negative
correlation between total phenolic content and protein carbonyl content was observed. Phe-
nolic acids, flavonoids, anthocyanin, and tannic acids are the major phenolic components in
soybeans and SBM [12,42]. Among the examined isoflavones, daidzin and genistin, which
were the two dominant isoflavone glycosides in SBM samples, had negative correlations
with protein oxidation. In contrast, genistein, which is a corresponding isoflavone aglycone,
had a positive correlation with protein carbonyl content (Figure 6). These differences in cor-
relation responses may be attributed to the different oil extraction methods used to produce
these types of SBM. The extrusion process in mechanical extraction, which increases both
lipid and protein oxidation, may also promote the de-esterification of isoflavone glycosides
to their respective aglycones [43].

4.4. Correlations of Proximate Analysis Components with Protein Oxidation in SBM

The observed correlations of protein oxidation with SBM proximate analysis compo-
nents, including the positive correlations with the ether extract and crude fiber and the
negative correlations with moisture and water activity (Figure 6), were associated more
with SBM processing, indicating that they are not necessarily contributing factors to protein
oxidation. Soybean oil extraction methods vary in procedures and extraction efficiency,
leading to marked differences in the proximate analysis components of SBM (Figure 1).
The observed lower crude protein of MSBM samples compared with that of SSBM samples,
together with their greater crude fiber, was caused by the absence of a dehulling process in
mechanical extraction [4]. The ether extract levels of the MSBM and SSBM samples evalu-
ated in this study were comparable with the reported values (approximately 1% residual oil
for SSBM and 5–8% for MSBM) in the database of the National Animal Nutrition Program
(https://animalnutrition.org/, accessed on 27 March 2023), confirming that soybean oil is
more completely recovered by hexane extraction than mechanical extraction [4,44]. The
differences in soybean oil extraction processes also lead to greater moisture content and
water activity in SSBM compared with MSBM. Soybeans typically have moisture content
of 13% when harvested. During the solvent extraction process used to produce SSBM, the
desolventizing–toasting process removes hexane, with limited loss of water. In contrast, the
pressure and heat from continuous hard screw pressing in mechanical extraction evaporate
water, resulting in less moisture remaining in MSBM [3].

5. Conclusions

This comprehensive chemometric survey of 62 commercial SSBM and MSBM sam-
ples in the United States showed substantial differences between SSBM and MSBM in
the proximate analysis composition, protein carbonyl content, lipidic aldehydes, and an-
tioxidants, as well as subtle differences between 2020 SSBM and 2021 SSBM samples in
protein oxidation and moisture content. The correlation analysis revealed that protein

https://animalnutrition.org/
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oxidation was likely caused by lipidic aldehydes, while discriminately counteracted by soy
antioxidants. The observed range of protein carbonyl content in this study may serve as a
useful reference value in evaluating the protein quality of SBM used in animal feed. More
animal-feeding-based nutritional studies are needed to examine the influences of protein
oxidation on SBM-fed food-producing animals.

Supplementary Materials: The following supporting information can be downloaded at: https://
www.mdpi.com/article/10.3390/antiox12071419/s1, Table S1: Sources of Chemicals and Reagents
Used in Chemical Analysis, LC-MS Analysis, Structural Confirmation, and Quantification; Table S2:
AOAC (2007) Methods for the Proximate Analysis of SSBM and MSBM Samples; Table S3: LC-MS
Data Acquisition Conditions in a 10-min Run; Table S4: Gross Composition of SSBM and MSBM
Samples; Table S5: Protein and Lipid Oxidation of SSBM and MSBM Samples; Table S6: Antioxidants
of SSBM and MSBM Samples, Figure S1: Soybean Production Map and Mean Temperature in the
United States.

Author Contributions: Conceptualization, C.C., P.E.U. and G.C.S.; methodology, J.Z. and C.C.;
formal analysis and investigation, J.Z. and C.C.; resources, S.L.N., P.E.U. and G.C.S.; data curation,
J.Z.; writing—original draft preparation, J.Z.; writing—review and editing, C.C., J.Z., P.E.U. and
G.C.S.; visualization, J.Z. and C.C.; supervision, C.C. and G.C.S.; project administration, C.C. and
G.C.S.; funding acquisition, C.C., P.E.U. and G.C.S. All authors have read and agreed to the published
version of the manuscript.

Funding: The chemometric analysis was supported by the United Soybean Board (USB) grant 2240-
352-0504, and sample collection by the USB grants 2130-252-0404A and 2230-252-0403. Research
efforts by Chen, Urriola, and Shurson are partially supported by the NIFA projects MIN-18-125 and
MIN-16-117, respectively.

Institutional Review Board Statement: Not applicable.

Informed Consent Statement: Not applicable.

Data Availability Statement: The chemometric and statistically analyzed data are contained within
the article and Supplementary Materials. The raw data of the chromatographic and spectrometric
analyses can be requested from the corresponding authors.

Acknowledgments: The authors appreciate the technical assistance in the LC-MS analysis provided
by Dan Yao and the support in sample collection by Jill Miller-Garvin and Victor Guimera. We also
appreciate the critical review and proofreading of this manuscript by Erica Curles.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Oilseeds: World Markets and Trade. United States Department of Agriculture, 2023; p. 15. Available online: https://apps.fas.

usda.gov/psdonline/circulars/oilseeds.pdf (accessed on 13 May 2023).
2. Ruiz, N.; Parsons, C.; Stein, H.; Coon, C.; Eys, J.; Miles, R. A Review: 100 Years of Soybean Meal; ADM: Chicago, IL, USA, 2020.
3. Erickson, D.R. Practical Handbook of Soybean Processing and Utilization; AOCS Press: Urbana, IL, USA, 1995.
4. Johnson, L.A. 11-Oil Recovery from Soybeans. In Soybeans; Johnson, L.A., White, P.J., Galloway, R., Eds.; AOCS Press: Urbana, IL,

USA, 2008; pp. 331–375.
5. Li, H.; Yin, J.; He, X.; Li, Z.; Tan, B.; Jiang, Q.; Chen, J.; Ma, X. Enzyme-Treated Soybean Meal Replacing Extruded Full-Fat Soybean

Affects Nitrogen Digestibility, Cecal Fermentation Characteristics and Bacterial Community of Newly Weaned Piglets. Front. Vet.
Sci. 2021, 8, 639039. [CrossRef] [PubMed]

6. Ma, X.K.; Shang, Q.H.; Wang, Q.Q.; Hu, J.X.; Piao, X.S. Comparative effects of enzymolytic soybean meal and antibiotics in diets
on growth performance, antioxidant capacity, immunity, and intestinal barrier function in weaned pigs. Anim. Feed Sci. Technol.
2019, 248, 47–58. [CrossRef]

7. Zhou, S.F.; Sun, Z.W.; Ma, L.Z.; Yu, J.Y.; Ma, C.S.; Ru, Y.J. Effect of Feeding Enzymolytic Soybean Meal on Performance, Digestion
and Immunity of Weaned Pigs. Asian-Australas. J. Anim. Sci. 2011, 24, 103–109. [CrossRef]

8. González-Vega, J.C.; Kim, B.G.; Htoo, J.K.; Lemme, A.; Stein, H.H. Amino acid digestibility in heated soybean meal fed to growing
pigs1. J. Anim. Sci. 2011, 89, 3617–3625. [CrossRef] [PubMed]

9. Lu, P.; Zhang, X.L.; Xue, W.Y.; Wu, D.W.; Ding, L.R.; Wen, C.; Zhou, Y.M. The protein oxidation of soybean meal induced by
heating decreases its protein digestion in vitro and impairs growth performance and digestive function in broilers. Br. Poult. Sci.
2017, 58, 704–711. [CrossRef]

https://www.mdpi.com/article/10.3390/antiox12071419/s1
https://www.mdpi.com/article/10.3390/antiox12071419/s1
https://apps.fas.usda.gov/psdonline/circulars/oilseeds.pdf
https://apps.fas.usda.gov/psdonline/circulars/oilseeds.pdf
https://doi.org/10.3389/fvets.2021.639039
https://www.ncbi.nlm.nih.gov/pubmed/34095269
https://doi.org/10.1016/j.anifeedsci.2018.12.003
https://doi.org/10.5713/ajas.2011.10205
https://doi.org/10.2527/jas.2010-3465
https://www.ncbi.nlm.nih.gov/pubmed/21742940
https://doi.org/10.1080/00071668.2017.1370535


Antioxidants 2023, 12, 1419 13 of 14

10. Lu, P.; Xue, W.; Zhang, X.; Wu, D.; Ding, L.; Wen, C.; Zhou, Y. Heat-induced protein oxidation of soybean meal impairs growth
performance and antioxidant status of broilers. Poult. Sci. 2019, 98, 276–286. [CrossRef] [PubMed]

11. Xiao, M.; Ye, J.; Tang, X.; Huang, Y. Determination of soybean isoflavones in soybean meal and fermented soybean meal by
micellar electrokinetic capillary chromatography (MECC). Food Chem. 2011, 126, 1488–1492. [CrossRef]

12. Freitas, C.S.; Alves da Silva, G.; Perrone, D.; Vericimo, M.A.; Dos S. Baião, D.; Pereira, P.R.; Paschoalin, V.M.F.; Del Aguila, E.M.
Recovery of antimicrobials and bioaccessible isoflavones and phenolics from soybean (Glycine max) meal by aqueous extraction.
Molecules 2018, 24, 74. [CrossRef]

13. Liener, I.E. Implications of antinutritional components in soybean foods. Crit. Rev. Food Sci. Nutr. 1994, 34, 31–67. [CrossRef]
[PubMed]

14. Purushotham, B.; Radhakrishna, P.M.; Sherigara, B.S. Effects of Steam Conditioning and Extrusion Temperature on Some
Anti-nutritional Factors of Soyabean (Glycine max) for Pet Food Applications. Am. J. Anim. Vet. Sci. 2007, 2, 1–5. [CrossRef]

15. Wang, L.; Csallany, A.S.; Kerr, B.J.; Shurson, G.C.; Chen, C. Kinetics of Forming Aldehydes in Frying Oils and Their Distribution
in French Fries Revealed by LC-MS-Based Chemometrics. J. Agric. Food Chem. 2016, 64, 3881–3889. [CrossRef]

16. Yuan, J.; Kerr, B.J.; Curry, S.M.; Chen, C. Identification of C9-C11 unsaturated aldehydes as prediction markers of growth and
feed intake for non-ruminant animals fed oxidized soybean oil. J. Anim. Sci. Biotechnol. 2020, 11, 49. [CrossRef]

17. Anthonsen, T.; Sjursnes, B.J. Importance of Water Activity for Enzyme Catalysis in Non-Aqueous Organic Systems. In Methods in
Non-Aqueous Enzymology; Gupta, M.N., Ed.; Birkhäuser Basel: Basel, Switzerland, 2000; pp. 14–35.

18. Hemmler, D.; Roullier-Gall, C.; Marshall, J.W.; Rychlik, M.; Taylor, A.J.; Schmitt-Kopplin, P. Insights into the Chemistry of
Non-Enzymatic Browning Reactions in Different Ribose-Amino Acid Model Systems. Sci. Rep. 2018, 8, 16879. [CrossRef]
[PubMed]

19. Petkar, A.; Alali, W.; Harrison, M.; Beuchat, L. Survival of Salmonella in organic and conventional broiler feed as affected by
temperature and water activity. Agric. Food Anal. Bacteriol. 2011, 1, 175–185.

20. Wu, W.; Zhang, C.; Hua, Y. Structural modification of soy protein by the lipid peroxidation product malondialdehyde. J. Sci. Food
Agric. 2009, 89, 1416–1423. [CrossRef]

21. Cucu, T.; Devreese, B.; Kerkaert, B.; Mestdagh, F.; Sucic, M.; Van De Perre, I.; De Meulenaer, B. A comparative study of lipid and
hypochlorous acid induced oxidation of soybean proteins. LWT-Food Sci. Technol. 2013, 50, 451–458. [CrossRef]

22. Wang, T.; Johnson, L.A. Survey of soybean oil and meal qualities produced by different processes. J. Am. Oil Chem. Soc. 2001, 78,
311–318. [CrossRef]

23. Karr-Lilienthal, L.K.; Grieshop, C.M.; Merchen, N.R.; Mahan, D.C.; Fahey, G.C. Chemical Composition and Protein Quality
Comparisons of Soybeans and Soybean Meals from Five Leading Soybean-Producing Countries. J. Agric. Food Chem. 2004, 52,
6193–6199. [CrossRef] [PubMed]

24. Hemmingsen, A.K.T.; Stevik, A.M.; Claussen, I.C.; Lundblad, K.K.; Prestl�kken, E.; S�rensen, M.; Eikevik, T.M. Water Adsorption
in Feed Ingredients for Animal Pellets at Different Temperatures, Particle Size, and Ingredient Combinations. Dry. Technol. 2008,
26, 738–748. [CrossRef]

25. Estrada, P.D.; Berton-Carabin, C.C.; Schlangen, M.; Haagsma, A.; Pierucci, A.P.T.R.; van der Goot, A.J. Protein Oxidation in Plant
Protein-Based Fibrous Products: Effects of Encapsulated Iron and Process Conditions. J. Agric. Food Chem. 2018, 66, 11105–11112.
[CrossRef] [PubMed]

26. Peng, L.; Yuan, J.; Yao, D.; Chen, C. Fingerprinting triacylglycerols and aldehydes as identity and thermal stability indicators of
camellia oil through chemometric comparison with olive oil. Food Sci. Nutr. 2021, 9, 2561–2575. [CrossRef] [PubMed]

27. Tang, C.; Tao, G.; Wang, Y.; Liu, Y.; Li, J. Identification of α-Tocopherol and Its Oxidation Products by Ultra-Performance Liquid
Chromatography Coupled with Quadrupole Time-of-Flight Mass Spectrometry. J. Agric. Food Chem. 2020, 68, 669–677. [CrossRef]

28. Lee, Y.H.; Kim, B.; Hwang, S.R.; Kim, K.; Lee, J.H. Rapid characterization of metabolites in soybean using ultra high performance
liquid chromatography coupled with electrospray ionization quadrupole time-of-flight mass spectrometry (UPLC-ESI-Q-TOF-
MS/MS) and screening for α-glucosidase inhibitory and antioxidant properties through different solvent systems. J. Food Drug
Anal. 2018, 26, 277–291. [CrossRef] [PubMed]

29. Rosero, D.S.; Odle, J.; Moeser, A.J.; Boyd, R.D.; van Heugten, E. Peroxidised dietary lipids impair intestinal function and
morphology of the small intestine villi of nursery pigs in a dose-dependent manner. Br. J. Nutr. 2015, 114, 1985–1992. [CrossRef]
[PubMed]

30. Shurson, G.C.; Hung, Y.-T.; Jang, J.C.; Urriola, P.E. Measures Matter—Determining the True Nutri-Physiological Value of Feed
Ingredients for Swine. Animals 2021, 11, 1259. [CrossRef]

31. Davies, M.J. Protein oxidation and peroxidation. Biochem. J. 2016, 473, 805–825. [CrossRef] [PubMed]
32. Gillery, P.; Jaisson, S. Usefulness of non-enzymatic post-translational modification derived products (PTMDPs) as biomarkers of

chronic diseases. J. Proteom. 2013, 92, 228–238. [CrossRef]
33. Gu, Y.; Chen, Y.; Jin, R.; Wang, C.; Wen, C.; Zhou, Y. Protective effects of curcumin on laying hens fed soybean meal with

heat-induced protein oxidation. Ital. J. Anim. Sci. 2021, 20, 1069–1078. [CrossRef]
34. Estévez, M.; Díaz-Velasco, S.; Martínez, R. Protein carbonylation in food and nutrition: A concise update. Amino Acids 2022, 54,

559–573. [CrossRef] [PubMed]
35. Duque-Estrada, P.; Kyriakopoulou, K.; de Groot, W.; van der Goot, A.J.; Berton-Carabin, C.C. Oxidative stability of soy proteins:

From ground soybeans to structured products. Food Chem. 2020, 318, 126499. [CrossRef]

https://doi.org/10.3382/ps/pey344
https://www.ncbi.nlm.nih.gov/pubmed/30085256
https://doi.org/10.1016/j.foodchem.2010.11.168
https://doi.org/10.3390/molecules24010074
https://doi.org/10.1080/10408399409527649
https://www.ncbi.nlm.nih.gov/pubmed/8142044
https://doi.org/10.3844/ajavsp.2007.1.5
https://doi.org/10.1021/acs.jafc.6b01127
https://doi.org/10.1186/s40104-020-00451-4
https://doi.org/10.1038/s41598-018-34335-5
https://www.ncbi.nlm.nih.gov/pubmed/30442967
https://doi.org/10.1002/jsfa.3606
https://doi.org/10.1016/j.lwt.2012.08.027
https://doi.org/10.1007/s11746-001-0262-7
https://doi.org/10.1021/jf049795+
https://www.ncbi.nlm.nih.gov/pubmed/15453686
https://doi.org/10.1080/07373930802046393
https://doi.org/10.1021/acs.jafc.8b02844
https://www.ncbi.nlm.nih.gov/pubmed/30256634
https://doi.org/10.1002/fsn3.2209
https://www.ncbi.nlm.nih.gov/pubmed/34026072
https://doi.org/10.1021/acs.jafc.9b06544
https://doi.org/10.1016/j.jfda.2017.05.005
https://www.ncbi.nlm.nih.gov/pubmed/29389565
https://doi.org/10.1017/S000711451500392X
https://www.ncbi.nlm.nih.gov/pubmed/26440136
https://doi.org/10.3390/ani11051259
https://doi.org/10.1042/BJ20151227
https://www.ncbi.nlm.nih.gov/pubmed/27026395
https://doi.org/10.1016/j.jprot.2013.02.015
https://doi.org/10.1080/1828051X.2021.1913653
https://doi.org/10.1007/s00726-021-03085-6
https://www.ncbi.nlm.nih.gov/pubmed/34669011
https://doi.org/10.1016/j.foodchem.2020.126499


Antioxidants 2023, 12, 1419 14 of 14

36. Webster, M.J.; Goodband, R.D.; Tokach, M.D.; Nelssen, J.L.; Dritz, S.S.; Woodworth, J.C.; De La Llata, M.; Said, N.W. Evaluating
processing temperature and feeding value of extruded-expelled soybean meal on nursery and finishing pig growth performance1,2.
J. Anim. Sci. 2003, 81, 2032–2040. [CrossRef] [PubMed]

37. Opapeju, F.O.; Golian, A.; Nyachoti, C.M.; Campbell, L.D. Amino acid digestibility in dry extruded-expelled soybean meal fed to
pigs and poultry1. J. Anim. Sci. 2006, 84, 1130–1137. [CrossRef] [PubMed]

38. Cervantes-Pahm, S.K.; Stein, H.H. Ileal digestibility of amino acids in conventional, fermented, and enzyme-treated soybean meal
and in soy protein isolate, fish meal, and casein fed to weanling pigs1. J. Anim. Sci. 2010, 88, 2674–2683. [CrossRef]

39. Goebel, K.P.; Stein, H.H. Phosphorus digestibility and energy concentration of enzyme-treated and conventional soybean meal
fed to weanling pigs1. J. Anim. Sci. 2011, 89, 764–772. [CrossRef]

40. Fernandez, S.R.; Parsons, C.M. Bioavailability of digestible lysine in heat-damaged soybean meal for chick growth. Poult. Sci.
1996, 75, 224–231. [CrossRef] [PubMed]

41. Silva, F.d.O.; Perrone, D. Characterization and stability of bioactive compounds from soybean meal. LWT-Food Sci. Technol. 2015,
63, 992–1000. [CrossRef]

42. Zhu, Y.L.; Zhang, H.S.; Zhao, X.S.; Xue, H.H.; Xue, J.; Sun, Y.H. Composition, Distribution, and Antioxidant Activity of Phenolic
Compounds in 18 Soybean Cultivars. J. AOAC Int. 2018, 101, 520–528. [CrossRef] [PubMed]

43. Mahungu, S.M.; Diaz-Mercado, S.; Li, J.; Schwenk, M.; Singletary, K.W.; Faller, J.Y. Stability of isoflavones during extrusion
processing of corn/soy mixture. J. Agric. Food Chem. 1999, 47, 279–284. [CrossRef] [PubMed]

44. Stein, H.H.; Berger, L.L.; Drackley, J.K.; Fahey, G.C.; Hernot, D.C.; Parsons, C.M. 18-Nutritional Properties and Feeding Values of
Soybeans and Their Coproducts. In Soybeans; Johnson, L.A., White, P.J., Galloway, R., Eds.; AOCS Press: Urbana, IL, USA, 2008;
pp. 613–660.

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.2527/2003.8182032x
https://www.ncbi.nlm.nih.gov/pubmed/12926785
https://doi.org/10.2527/2006.8451130x
https://www.ncbi.nlm.nih.gov/pubmed/16612015
https://doi.org/10.2527/jas.2009-2677
https://doi.org/10.2527/jas.2010-3253
https://doi.org/10.3382/ps.0750224
https://www.ncbi.nlm.nih.gov/pubmed/8833375
https://doi.org/10.1016/j.lwt.2015.04.032
https://doi.org/10.5740/jaoacint.17-0156
https://www.ncbi.nlm.nih.gov/pubmed/28847347
https://doi.org/10.1021/jf980441q
https://www.ncbi.nlm.nih.gov/pubmed/10563886

	Introduction 
	Materials and Methods 
	Soybean Meal Samples 
	Chemicals and Reagents 
	Proximate Analysis 
	Water Activity 
	Protein Carbonyl Content 
	p-Anisidine Value (p-AV) 
	Aldehydes 
	Trolox Equivalent Antioxidant Capacity (TEAC) 
	Tocopherols 
	Total Phenolic Content 
	Isoflavones 
	Statistical Analysis 

	Results 
	Proximate Analysis and Water Activity of SSBM and MSBM 
	Protein Oxidation of SSBM and MSBM 
	Lipid Oxidation of SSBM and MSBM 
	Total Antioxidant Capacity and Tocopherol Concentrations of SSBM and MSBM 
	Total Phenolic and Isoflavone Concentrations of SSBM and MSBM 
	Correlations of Proximate Analysis Composition, Lipid Oxidation, and Antioxidants with Protein Oxidation in SBM 

	Discussion 
	Protein Oxidation Status in SSBM and MSBM 
	Correlations of Lipid Oxidation with Protein Oxidation in SSBM and MSBM 
	Correlations of Antioxidants with Protein Oxidation in SSBM and MSBM 
	Correlations of Proximate Analysis Components with Protein Oxidation in SBM 

	Conclusions 
	References

