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Figure S1. The phylogenetic tree shows the relationships between different LAB strains.
Numbers at nodes are bootstrap values. 1000 bootstraps were performed. Nucleotide sequence
data used for analysis are available in the Genbank database under the accession numbers:
MZ220367 (FRY-2), MZ220368 (FXHB-6), MZ220369 (Fjias-5), MZ220370 (FRY-4X), MZ220371
(FWJL-4), MZ220372 (FZL-2), MZ220373 (FRY-6), MZ220374 (FSJ-13), MZ220375 (FZS]-7),
MZ220376 (FXHB-2), MZ220377 (FWJL-5), MZ220378 (FSJ-4X).



