Description: Here, we provided all the uncropped gels corresponding to the western blot showed in the manuscript.



Figure 1D SOD2acK68
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SOD2acK68

24h 48h 24h 48h

PBS Iso PBS Iso PBS Iso PBS Iso

“‘ I,""“"(
95 5 .0 ‘ ' 95
72 ‘ ¥ : 72
55

36
28

17 17

SOD2

24h 48h 24h 48h

PBS Iso PBS Iso PBS Iso PBS Iso

95
72

55
36
28

17

24h 48h 24h 48h

PBS Iso PBS Iso PBS Iso PBS Iso

24h 48h

24h 48h

PBS Iso PBS Iso PBS Iso PBS Iso




Figure 1E sob2 ATP synthase a GAPDH
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Figure S1C
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Figure S1C
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Figure S1D
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Figure S1E SOD2acK68 SIRT1
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Figure 3A
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Figure 3A
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Figure 3B
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Figure S2A
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Figure S2B Figure S2C 3-nitrotyrosine
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Figure S2D
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Figure 5D
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Figure S4C
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Figure S4D
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Figure S4E
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Figure 7E
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