
 

Figure S1: Protein sequence alignment of Catalase proximal active site signature domain (a)  and Catalase 

proximal heme-ligand signature (b) of TtCAT1 with other plant catalase proteins using clusterW 

database. 
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Figure S2: In silico localization of (a) HvCAT1 and (b) TtCAT1 proteins. 

 

 

 

 

 

 



 

Figure S3: Identification of potential phosphorylation sites in (a) TtCAT1 and (b) HvCAT1 proteins using 

Netphos 3.1 database. 
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Figure S4: Identification of putative S-nitrosylation sites in TtCAT1 (a) and HvCAT1 (b) proteins using 

GPS-NSO.1 database. 
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