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1. Covariation of Technical Variables and Batches 

Figure S1. Chip summary parameters computed for samples of the HumanExpressionSet. 

Samples have been assigned, and ordered by, batches defined as experimental name and 

month of hybridization. Black lines denote borders between the sample groups. For 

convenience, only groups with at least 20 samples per group are shown here. 
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2. Sensitivity Profiles 

Figure S2. Typical sensitivity profiles (r = 2, positional-dependent nearest neighbor 

model) of an Affymetrix HG-U133a microarray. Points indicating positional-dependent 

sensitivity terms for four selected base tuples (AA,CC, GC, GG) are shown in black, 

whereas the points and connecting lines of the remaining 12 base tuples are shown in gray. 

 


