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It came to our attention that a paper has recently been published concerning one of the GEO datasets
(GSE34413) we cited in our published paper [1]. The original reference (reference 27) cited for this
dataset leads to a paper about a similar study from the same research group [2]. In order to provide
readers with exact citation information, we would like to update reference 27 in our previous paper to
the new published paper concerning GSE34413 [3]. The authors apologize for this inconvenience.
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