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Additional Figure S1: GC-MS profile from the supercritical CO2 extract without zoom. Total ion
current obtained. Ceruchinol was detected at Tr=71.21minutes (red arrow) and corresponds to the

majority peak.
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Additional Figure S2. Alignments of the sequences of CAR proteins from human (query; Uniprot

Q14994) and M. musculus (Sbjct; Uniprot O35627) species.
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