FM211694.1 Pseudomonas putida
CACCCCAGTCATGAATCACACCGTGGTAACCGTCCTCCCGAAGGTTAGAC
TAGCTACTTCTGGTGCAACC
CACTCCCATGGTGTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATTCA
CCGCGACATTCTGATTCGCG
ATTACTAGCGATTCCGACTTCACGCAGTCGAGTTGCAGACTGCGATCCGG
ACTACGATCGGTTTTGTGAG
ATTAGCTCCACCTCGCGGCTTGGCGACCCTCTGTACCGACCATTGTAGCAC
GTGTGTAGCCCAGGCCGTA
AGGGCCATGATGACTTGACGTCATCCCCACCTTCCTCCGGTTTGTCACCGG
CAGTCTCCTTAGAGTGCCC
ACCATAACGTGCTGGTAACTAAGGACAAGGGTTGCGCTCGTTACGGGACT
TAACCCAACATCTCACGACA
CGAGCTGACGACAGCCATGCAGCACCTGTGTCAGAGTTCCCGAAGGCACC
AATCCATCTCTGGAAAGTTC
TCTGCATGTCAAGGCCTGGTAAGGTTCTTCGCGTTGCTTCGAATTAAACCA
CATGCTCCACCGCTTGTGC
GGGCCCCCGTCAATTCATTTGAGTTTTAACCTTGCGGCCGTACTCCCCAGG
CGGTCAACTTAATGCGTTA
GCTGCGCCACTAAAATCTCAAGGATTCCAACGGCTAGTTGACATCGTTTA
CGGCGTGGACTACCAGGGTA
TCTAATCCTGTTTGCTCCCCACGCTTTCGCACCTCAGTGTCAGTATCAGTC
CAGGTGGTCGCCTTCGCCA
CTGGTGTTCCTTCCTATATCTACGCATTTCACCGCTACACAGGAAATTCCA
CCACCCTCTACTGTACTCT
AGCTTGCCAGTTTTGGATGCAGTTCCCAGGTTGAGCCCGGGGCTTTCACAT
CCAACTTAACAAACCACCT
ACGCGCGCTTTACGCCCAGTAATTCCGATTAACGCTTGCACCCTCTGTATT
ACCGCGGCTGCTGGCACAG
AGTTAGCCGGTGCTTATTCTGTCGGTAACGTCAAAACAGCAAGGTATTCG
CTTACTGCCCTTCCTCCCAA
CTTAAAGTGCTTTACAATCCGAAGACCTTCTTCACACACGCGGCATGGCTG
GATCAGGCTTTCGCCCATT
GTCCAATATTCCCCACTGCTGCCTCCCGTAGGAGTCTGGACCGTGTCTCAG
TTCCAGTGTGACTGATCAT
CCTCTCAGACCAGTTACGGATCGTCGCCTTGGTGAGCCATTACCTCACCAA
CTAGCTAATCCGACCTAGG
CTCATCTGATAGCGCAAGGCCCGAAGGTCCCCTGCTTTCTCCCGTAGGAC
GTATGCGGTATTAGCGTTCC
TTTCGAAACGTTGTCCCCCACTATCAGGCAGATTCCTAGGCATTACTCACC
CGTCCGCCGCTGAATCGAA
GAGCAAGCTCTTCTCATCCGCTCGACTTGCATGTGTTAGCCTG

ABO084065 Bacillus sp.



AF282889.1 Nocardia cyriacigeorgici 16S ribosomal RNA gene,

TTTCATGACGTGACGGGCGGTGTGTACAAGGCCCGGGAACGTATTCACCG
CAGCGTTGCTGATCTGCGAT
ACTAGCGACTCCAACTTCACGGGGTCGAGTTGCAGACCCCGATCCGAACT
GAGACCGGCTTTAAGGGATT
CGCTCCACCTCACGGTATCGCAGCCCTCTGTACCGGCCATTGTAGCATGTG
TGAAGCCCTGGACATAAGG
GGCATGATGACTTGACGTCGTCCCCACCTTCCTCCGAGTTGACCCCGGCAG
TCTCTCACGAGTCCCCGCC
ATTACGCGCTGGCAACATAAGATAAGGGTTGCGCTCGTTGCGGGACTTAA
CCCAACATCTCACGACACGA
GCTGACGACAGCCATGCACCACCTGTACACCGACCACAAGGGGGCCTACA
TCTCTGCAGGTTTCCGGTGT
ATGTCAAACCCAGGTAAGGTTCTTCGCGTTGCATCGAATTAATCCACATGC
TCCGCCGCTTGTGCGGGCC
CCCGTCAATTCCTTTGAGTTTTAGCCTTGCGGCCGTACTCCCCAGGCGGGG
TACTTAATGCGTTAGCTAC
GGCACGGATCCCGTGGAAGGAAACCCACACCTAGTACCCACCGTTTACGG
CGTGGACTACCAGGGTATCT
AATCCTGTTCGCTACCCACGCTTTCGCTTCTCAGCGTCAGTTACTTCCCAG
AGACCCGCCTTCGCCACCG
GTGTTCCTCCTGATATCTGCGCATTTCACCGCTACACCAGGAATTCCAGTC
TCCCCTGAAGTACTCAAGC
CTGCCCGTATCGACCGCAAGCTTGGGGTTGAGCCCCAAGTTTTCACGATC
GACGCGACAAGCCGCCTACA
AGCTCTTTACGCCCAGTAATTCCGGACAACGCTCGCACCCTACGTATTACC
GCGGCTGCTGGCACGTAGT
TGGCCGGTGCTTCTTCTACAGGTACCGTCACTTGCGCTTCGTCCCTGTCGA
AAGAGGTTTACAACCCGAA
GGCCGTCATCCCTCACGCGGCGTCGCTGCATCAGGCTTTCGCCCATTGTGC
AATATTCCCCACTGCTGCC
TCCCGTAGGAGTCTGGGCCGTGTCTCAGTCCCAGTGTGGCCGGTCGCCCTC
TCAGGCCGGCTACCCGTCG
TCGCCTTGGTAGGCCATTACCCCACCAACAAGCTGATAGGCCGCGGGCCC
ATCTCGCACCGATAAATCTT
TCCACCAAACACCATGCGATGTAAGGTCATATCCGGTATTAGACCCAGTT
TCCCAGGCTTATCCCAGAGT
GCGAGGCAGATCACCCACGTGTTACTCACCCGTTCGCCGCTCGTGTACCCC
GAAGGGCCTTACCGCTCGA
CTTGCATGTGTTAAGCACGCCGCCAGCGTCGTCCT
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Neighbour-joining tree based on nearly complete 16S rRNA gene obtained from
PCR-DGGE analysis.
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