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Kaplan Meier analysis result for the Brca_Hypo CBX2 gene
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Kaplan Meier analysis result for the Coad_Hypo CDKN3 gene

Coad_Hypo ARHGEF10
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Kaplan Meier analysis result for the Coad _Hypo ARHGEF10 gene



Coad_Hypo GNG11

Prognostic Score Level == normal == high
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Kaplan Meier analysis result for the Coad _Hypo GNG11 gene

Coad_Hypo CLN8
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Kaplan Meier analysis result for the Coad _Hypo CLN8 gene



Kirc_Hypo CBX2

Prognostic Score Level == normal == high
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Kaplan Meier analysis result for the Kirc_Hypo CBX2 gene

Lusc_Hypo SEC61G

Prognostic Score Level == normal == high
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Kaplan Meier analysis result for the Lusc_Hypo SEC61G gene



Lusc_Hypo PTDSS1

Prognostic Score Level == normal == high
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Kaplan Meier analysis result for the Lusc_Hypo PTDSS1 gene



