Table S1. Samples selected by micro-PITA for metagenomic sequencing.

Treatments Sample
) W36 W42 WI0 W40 WIS W41l W34 W3R
Wild group (W
W9 W7 W5 W3 W13 w44 W21
group)
. HD1 HD4 HD7 HD31 HDI17 HD50 HD41 HD34
human disturbance
HD16 HD35 HD33 HD40 HD44 HD38 HD47
group (HD group)
Table S2 Characteristics of high quality MAGs
Bin Id Contigs N50 Mean contig Completene Contamin Bins Cotigs
Num (contigs) length (bp) ss (%) ation converag  contain (%)
(bp) (%) e
bin570 502 2139537 23483 80.05 5.87 37 0.001944531
bin380 405 3443 3256 57.82 278 95 0.001568795
bin134 96 1524783 100348 62.05 5.8 147 0.000371862
bin399 455 2823 2677 50.4 0.67 37 0.001762473
bin379 19 83111 48057 50.83 0 171 7.35978E-05
bin641 295 2429 2429 51.31 0.81 14 0.001142702
bin360 363 2860 2794 51.37 0.67 27 0.001406105
bin671 432 2363 2393 51.46 1.51 24 0.001673381
bin388 390 3093 2852 53.03 3.52 72 0.001510691
bin333 52 42622 24508 53.49 3.14 69 0.000201425
bin248 272 2859 2701 54.23 3.37 28 0.00105361
bin43 19 115017 65510 54.89 0.24 144 7.35978E-05
bin400 351 3463 3147 54.96 0.45 37 0.001359622
bin241 536 5103 4086 57.24 1.75 58 0.002076232
bin239 341 3888 3472 57.76 0 27 0.001320886
bin376 101 17424 13126 57.9 0.67 171 0.00039123
bin27 195 10300 7684 67.01 0 455 0.000755346
bin32 209 4059 3483 64.39 0 34 0.000809575
bin410 23 66135 41129 61.6 0 189 8.9092E-05
binl2 68 17962 11873 75.67 0.13 29 0.000263403
bin34 48 22304 13578 61.94 0.16 69 0.000185931
bin2 51 63217 41040 99.33 0.17 77 0.000197552
bin36 339 5307 4464 74.34 0.17 16 0.001313139
HD bin504 66 78904 36822 99.19 0.2 60 0.000255655
bin291 52 48449 33590 69.62 0.27 93 0.000201425
bin200 95 42686 18884 97.09 0.34 38 0.000367989
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0.000840564
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0.000151069
0.002126588
0.002622405
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0.001038116
0.000968392



bin566 311 3128 2883 61.1 4.73 111 0.001204679
bin623 449 4402 3842 77.98 4.81 25 0.001739231
bin220 313 8170 6564 92.35 4.98 41 0.001212426
bin126 317 2760 2657 50.85 2.07 24 0.00103002
bin§ 58 27680 17093 52.64 245 127 0.000188458
bin314 57 70651 16175 58.24 2.25 72 0.000185209
bind14 124 14466 8773 58.32 1.68 119 0.00040291
bin270 462 3593 3273 59.48 1.72 98 0.001501165
bin348 98 38187 22150 97.09 0 62 0.000318429
bin539 102 32505 19309 94.65 0 44 0.000331426
bin280 177 13058 8570 81.9 0 42 0.000575122
bind67 71 13341 10355 63.33 0 119 0.000230698
bin386 341 6521 5342 82.67 0.06 26 0.001108003
bin524 80 34088 22195 84.17 0.48 51 0.000259942
bin252 251 15769 8295 77.48 0.66 24 0.000815568
bin239 278 13664 8219 93.04 0.67 20 0.000903298
bin271 96 30273 17016 90.46 0.79 72 0.00031193
binl19 183 12913 8151 94.72 0.81 45 0.000594617
bin213 115 72691 24360 97.34 0.9 58 0.000373667
bin337 340 3437 3190 65.8 1.01 32 0.001104753
bin202 107 13088 9147 82.5 1.12 63 0.000347672
bin241 57 13035 9984 70.22 1.12 292 0.000185209
bin569 122 10198 7668 62.84 1.28 216 0.000396412
bin62 582 2758 2678 63.07 1.29 12 0.001891078
bin257 339 4323 3822 77.25 1.34 14 0.001101504
bin248 387 3666 3442 69.16 1.34 28 0.001257469
bin373 122 17863 11090 62.65 1.68 297 0.000396412
bin509 53 40878 22875 92.42 1.69 39 0.000172212
bin50 449 3228 2992 62.93 1.72 25 0.001458924
bin580 264 6646 4939 77.87 1.8 112 0.000857808
bin455 127 21860 10680 68.64 2.01 72 0.000412658
bin120 52 40550 23225 72.75 2.08 72 0.000168962
bin559 515 3564 3280 64.85 2.09 25 0.001673376
bin198 230 7595 5854 85.77 2.24 23 0.000747333
bin38 311 4656 4209 71.47 2.35 35 0.001010524
bin197 524 4385 3837 78.43 2.42 61 0.00170262
bin351 259 11797 8029 92.84 2.49 16 0.000841562
binl10 182 48727 26338 98.28 2.51 26 0.000591368
bin80 333 11850 7302 94.38 2.6 27 0.001082008
bin3 60 56929 29769 98.67 2.67 33 0.000194956
bin132 174 7190 5244 82.21 2.81 52 0.000565374
bin183 229 27826 12575 89.52 2.9 117 0.000744084
bin106 429 5674 4344 86.87 3.12 36 0.001393939
bin282 126 51091 18995 100 3.15 111 0.000409409
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0.001904075
0.001491417
0.000370417
0.000799322
0.001172988
0.000451649
0.000435403
0.000497139
0.000815568
0.001686374
0.001322455
0.001517411
0.000568623

Table S3 Rotating component matrix in factor analysis (KMO and Bartlett tests,

P=0.000002)
ARGsS or VFs Fq | ) F; F4 Fs Fs
Adherence -0.138 0.052 -0.171 0.065 -0.854 0.086
Exoenzyme -0.03 -0.306 -0.554 0.531 0.229 0.063
Immune modulation 0.56 -0.175 -0.365 0.061 -0.56 0.09
Nutritional/Metabolic factor 0.957 0.017 0.128 -0.102 0.074 0.057
Antibiotic resistance genes Regulation 0.90 -0.046 0.216 -0.214 0.148 0.071
(ARGs) Stress survival 0.879 0.291 -0.188 -0.021 -0.127  -0.078
Biofilm 0.231 -0.178 0.651 -0.178 0.447 0.252
Effector delivery system 0.31 0.694 0.278 0.019 0.075 0.127
Exotoxin 0.159 0.038 0.745 0.049 0.246  -0.063
Motility -0.226 0.691 0.056 0.085 -0.217  0.086
Others 0.805 0.088 0.355 0.128 0.162 0.078
Multdrug -0.194 -0.511 0.02 0.74 -0.041 0.064
Virulence genes (VFs) Glycopeptide antibiotic 0.263 0.761 -0.412 -0.191 0.18 -0.025
Lincosamide antibiotic -0.007 -0.303 0.017 -0.754 0.159 0.153
Aminoglycoside antibiotic -0.072 -0.124 0 0.063 0.086 -0.942
Variance Contributions (%) 25.457 14.4085 12.828 10.413 10.296  6.678

Note: The F1, F2, F3, F4, Fs and Fs are the factor loading of factor 1, factor 2, factor 3, factor 4, factor 5 and factor 6.

P=0.000002 indicates that the factor analysis can be used to analyse the contribution of KEGG pathways in

antimicrobial drug resistance and bacterial infectious disease to HR of golden snub-nosed monkeys.



