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Figure S1. KEGG classification of all DEGs. For KEGG annotation of all DEGs, the
ordinate indicates the name of pathways, and the abscissa is the number and percentage of
DEGs classified to the pathways. DEGs were mainly classified in “Pathway in cancer”,

“P13K-Akt signaling pathway”, “Focal adhe-sion” and “Rap1 signaling pathway”.
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Figure S2. GO classification of DEGs in 30d vs 60d, 30d vs 90d and 60d vs 90d. For GO
annotation, the abscissa is the GO terms and the ordinate indicates the number of DEGs
annotated to GO terms. (A) GO classification of DEGs in comparation of 30d vs 60d. (B)

GO classification of DEGs in comparation of 30d vs 90d. (C) GO classification of DEGs

in comparation of 60d vs 90d.
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Figure S3. KEGG classification of DEGs in d30 vs d60, d30 vs d90 and d60 vs d90. For
KEGG annotation, the ordinate indicates the name of pathways, and the abscissa is the
number and percentage of DEGs classified to the pathways. (A) KEGG classification of
DEGs in comparation of 30d vs 60d. (B) KEGG classification of DEGs in comparation of

30d vs 90d. (C) KEGG classification of DEGs in comparation of 60d vs 90d.
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Figure S4. GO classification of DEPs in d30 vs d60, d30 vs d90 and d60 vs d90. For GO
annotation, the abscissa is the GO terms and the ordinate indicates the number of DEPs

annotated to GO terms. (A) GO classification of DEPs in comparation of 30d vs 60d. (B)

GO classification of DEPs in comparation of 30d vs 90d. (C) GO classification of DEPs in

comparation of 60d vs 90d.
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Figure S5. KEGG classification of DEPs in d30 vs d60, d30 vs d90 and d60 vs d90. For
KEGG annotation, the ordinate indicates the name of pathways, and the abscissa is the
number and percentage of DEPs classified to the pathways. (A) KEGG classification of
DEPs in comparation of 30d vs 60d. (B) KEGG classification of DEPs in comparation of

30d vs 90d. (C) KEGG classification of DEPs in comparation of 60d vs 90d.



