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Figure S1. The original figure of the upper blot membrane of Figure 5E and 6E.The original western blot
of PPARy (A), C/EBPa (B), SREBF1 (C), DGAT1 (D), DGAT2 (E), Pax7 (F), MyoD1 (G), MyoG (H) and
[-actin (I) protein in BSCs transfected with Ad-DGAT2/Ad-NC and sh-DGAT2/sh-NC.

Table S1. Information of clean data.

Sample Trimmed_Read_Number Trimmed_Bases Useful_Read% Useful_Bases%
Ad-DGAT2-1 39262616 5.89E+09 93.31 93.31
Ad-DGAT2-2 35167218 5.28E+09 93.21 93.21
Ad-DGAT2-3 38882100 5.83E+09 93.13 93.13

Ad-NC-1 46321320 6.95E+09 92.71 92.71
Ad-NC-2 42544930 6.38E+09 92.75 92.75
Ad-NC-3 40137942 6.02E+09 92.9 92.9

sh-NC-1 39417084 5.91E+09 93.48 93.48

sh-NC-2 36545664 5.48E+09 92.79 92.79

sh-NC-3 40611026 6.09E+09 92.55 92.55
sh-DGAT2-1 35169252 5.28E+09 92.93 92.93
sh-DGAT2-2 35238180 5.29E+09 92.85 92.85
sh-DGAT2-3 38945646 5.84E+09 91.95 91.95




Table S2. Summary of sequencing dada and reference genome compar-ison.
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