Table S2. Genes involved in the PPI network of PELP1
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eraction
AP-3 complex
AP3B1 0 0.873 0 0.873 .
subunit beta-1
Androgen
AR 0 0.393 0.9 0.977
receptor
Cyclin dependent
CDK11A 0 0.847 0 0.85 ;
kinase 11A
CREB-binding
CREBBP  0.061 0.379 0.9 0.955 )
protein
Histone
EP300 0.061 0.379 0.9 0.956 acetyltransferase
p300
ESR1 0 0.433 0.9 0.995 Estrogen receptor
Hepatocyte
growth  factor-
HGS 0 0.379 0 0.782 regulated
tyrosine  kinase
substrate
IPO5 0.077 0.358 0 0.439 Importin-5
Ribosomal
LASIL 0.114 0.986 0.9 0.999 biogenesis
protein LAS1L
MDNI1 0.064 0.387 0 0.51 Midasin
Polynucleotide
NOL9 0.044 0.986 0.9 0.998 5'-hydroxyl-
kinase NOL9
Nucleolar  and
NOLC1 0.046 0.403 0 0.406 coiled-body
phosphoprotein 1
Glucocorticoid
NR3C1 0 0.321 0.9 0.945
receptor
Nuclear receptor
subfamily 4
NR4A1 0 0.414 0 0.58
group A member
1
Retinoblastoma-
RB1 0 0.379 0 0.445 associated
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60S  ribosomal
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