Figure S2

DEGs in the Tumor necrosis factor (TNF) Signalling Pathway between 24 and 0 h (control)
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Green boxes are genes in the equine transcriptome, but not differentially expressed. White boxes are genes that are not found in the equine transcriptome. Yellow and pink boxes represent up-
and downregulated DEGs respectively. Image created using the KEGG Online “Search and Color Pathway” tool.



