Supplementary Materials

Table S1.0ligonucleotide primer sequences used for PCR assays.

Table S2 a and b. Significance and correlations among pairs of the of the four features
under study.

Table S3. Calculated binary distances among isolates based on the presence or absence
of the four-studied features.

Figure S1. RFLP-PCR analysis of 16S rRNA gene of representive S. uberis isolates
showed unique patterns. Lanes 1-10: S. uberis type | isolates, M: molecular weight DNA

marker, P: positive control, N: negative control.



