
Table S1. Nutritional information of the basal feed employed in laying hens. 
 
 % 
Raw protein 16.00 
Carbohydrates 57.57 
Raw fiber 3.90 
Fat content 3.50 
Ashes  13.00 
Calcium 3.85 
Phosphorus 0.59 
Sodium 0.16 
Lysine 0.97 
Metionine 0.46 
 



Supplementary Figures 1. Bar plot of the relative bacterial abundance at the genus level in different gut regions of laying hens and treatments. Control refers to 
laying hens fed a basal diet while Garlicon refers to experimental laying hens fed a basal diet supplemented with the commercial Alliaceae extract. The sixteen 
most abundance genera are shown in a unique color set. The color of the rest of genera (less abundant) are repeated every 8 colors. 



 



Figure S2. Linear Discriminant Analysis Effect Size (Lefse) showing genera from the 
ileum that significantly differ between control and experimentally supplemented with a 
commercial Alliaceae (Garlicon40 ©) laying hens. Bars showed relative abundance of 
the genus in each sample. Solid line represents mean relative abundance while dashed 
line represent the median. k: kingdom; p: phylum; c: class; o: order; f: family; and g: 
genus. 

 

k__Bacteria_p__Bacteroidetes_c__Bacteroidia_o__Bacteroidales_f__Bacteroidaceae
_g__Bacteroides 

 
k__Bacteria_p__Firmicutes_c__Bacilli_o__Lactobacillales_f__Streptococcaceae_g_
_Lactococcus 

 
k__Bacteria_p__Firmicutes_c__Erysipelotrichi_o__Erysipelotrichales_f__Erysipelotr
ichaceae_g__Bulleidia 



 
k__Bacteria_p__OP8_c___o___f___g__ 

 
k__Bacteria_p__Tenericutes_c__Mollicutes_o__Anaeroplasmatales_f__Anaeroplasm
ataceae_g__ 



 
 



Figure S3. Linear Discriminant Analysis Effect Size (Lefse) showing genera from the 
cecum (ciego) that significantly differ between control and experimentally 
supplemented with a commercial Alliaceae (Garlicon40 ©) laying hens. Bars showed 
relative abundance of the genus in each sample. Solid line mean relative abundance 
while dashed line showed median relative abundance. k: kingdom; p: phylum; c: class; 
o: order; f: family; and g: genus. 

 

k__Bacteria_p__Bacteroidetes_c__Bacteroidia_o__Bacteroidales_f__S24_7_g__ 

 
k__Bacteria_p__Firmicutes_c__Bacilli_o__Lactobacillales_f__Lactobacillaceae_g__
Lactobacillus 

 
k__Bacteria_p__Firmicutes_c__Erysipelotrichi_o__Erysipelotrichales_f__Erysipelotr
ichaceae_g__RFN20 



 
k__Bacteria_p__OP8_c___o___f___g__ 

 
k__Bacteria_p__Proteobacteria_c__Alphaproteobacteria_o___f___g__ 

 



k__Bacteria_p__Proteobacteria_c__Alphaproteobacteria_o__RF32_f___g__ 

 
k__Bacteria_p__Proteobacteria_c__Gammaproteobacteria_o__Aeromonadales_f__S
uccinivibrionaceae_g__Anaerobiospirillum 

 
k__Bacteria_p__Proteobacteria_c__Gammaproteobacteria_o__Pseudomonadales_f__
Moraxellaceae_g__Acinetobacter 
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