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Figure S1. The sequence flanking the marker ASGA0031014 (position 17) is recognized by the transcription factors (a) Forkhead box O 3 (FOXO3; upper sequence), with the alternate allele C (or G if we consider the complementary DNA sequence) possibly changing the binding site recognized by FOXO3 (q-value = 0.050); (b) Forkhead box O 1 (FOXO1; upper sequence),with the alternate allele C (or G if we consider the complementary DNA sequence) possibly changing the binding site recognized by FOXO1 (q-value = 0.074); (c) Forkhead box O 4 (FOXO4; upper sequence), with the alternate allele C (or G if we consider the complementary DNA sequence) possibly changing the binding site recognized by FOXO4 (q-value = 0.074).
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