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Supplementary Table 1. Summary the effects of organic acid on the pig microbiota. 
 

Acidifier Quantity Phase 
Intestinal 

tract 
Alpha 
indices 

Beta-
diversity  Difference in taxa Direction Taxonomy level Reference 

Formic acid  
1.4g/kg or 
6.4 g/kg weaning  Jejunum 

↓ Chao1 
(6.4g/kg) =  Gemella ↓ (1.4g/kg/ 6.4g/kg) Genus [8] 

      Lactobacillus ↓ (1.4g/kg/ 6.4g/kg) Genus  
      Parvimonas ↓ (1.4g/kg/ 6.4g/kg) Genus  
      Streptococcus ↓ (1.4g/kg) ↑ (6.4 g/kg) Genus  
      Turicibacter ↓ (1.4g/kg) Genus  
      Acinetobacter ↓ (6.4g/kg) Genus  
      Fusobacterium ↓ (6.4g/kg) Genus  
      Leuconostoc ↓ (6.4g/kg) Genus  

Formic acid 0.60% weaning Ileum = = - - - [84] 
Benzoic acid 2 g/kg weaning Colon =  ≠ Bacteroides ↑ Genus [58] 

      Prevotella ↓ Genus  
      Unclassified S24-7 ↑ Genus  

Sodium butyrate 0.20% growing cecum ↓ Chao1 / Firmicutes ↓ Phylum  [59] 
      Bacteriodetes ↑ Phylum   
      Proteobacteria  ↓ Phylum   
      Tenericutes ↓ Phylum   
      Synergistetes ↓ Phylum   



      Flavobacterium ↑ Genus  
      Dorea ↓ Genus  
      Blautia ↓ Genus  
      Desulfovibrio ↓ Genus  
      Coprococcus ↓ Genus  
      Succinivibrio ↓ Genus  
      [Ruminococcus] ↓ Genus  

Sodium butyrate 
(encapsulatded)  

1g/kg + 
antibiotic weaning Colon ↑ Shannon   / Bacteroidetes ↑ Phylum  [10] 

    ↓ Simpson  Lactobacillaceae ↓ Family  
      Clostridiaceae ↑ Family  
      Ruminococcaceae ↑ Family  
      Lachnospiraceae ↑ Family  
   Ileum =  / Lactobacillaceae ↓ Family  
      Clostridiaceae ↑ Family  
      Pasteurellaceae ↓ Family  
            Enterobacteriaceae ↓ Family   

 


