
To classify the different metastasis proteins according to the processes in 

which they are involved. 

 

Comparison of GO codes of moonlighting proteins and the filtered lists. 

 

 
 

Characterization of virulence factors in the different lists of results of the 

comparison between moonlighting proteins and filtered lists of 

proteins involved in metastasis. 

 

 

 
 



With the following function the lists of results of such that there is a 

single entry for each protein involved in metastasis. 

 

 

 



 
Analysis of GO codes shared between proteins involved in metastasis 

and virulence factors. 

 

 



 

 


