;-4 Sample 1

«——18S

«—28S

[nt]

25 200 500 1000 2000 4000
[FU]~ |
Sample 2 : |
10- 1
| A H «—18S |
8 ! A |
: Mo A :
6— : ‘ f\\ N A ("V Ao ——
| A 7 \x |
4 | } / 3 / \/J J \/ \\\.\\ /\L ¢ 2 8 S }
f \ ‘\‘//‘A s - 4
.l | I/ e gl N\h [ |
\ A i NG e o e ' l ‘
! ¥ T |
0~ T |
| & - —~—r—
-2 1 e \
| | | | | |
25 200 500 1000 2000 4000
[FU] |
Sample 3 |
| |
| \
1 |
| «—18S |
d | |
. | «—28S |
| \
| |
| | |
| \
— S~ T S e ]
ot :
l | I | I I I ‘
25 200 500 1000 2000 4000
Supplementary Figure S1 Raw RIN (RNA Integrity Number) profiles of 3 replicated samples (samples1, 2 and 3, as

indicated) of infected murine lungs harvested 24 hours post onset of infection.

RNA was obtained employing the “classical” extraction method consisting of immersion of the lungs into an RNA
preserving reagent. Note the significant degradation of the RNA in the three replicated samples. Arrows indicate peaks
corresponding to the 18S and 28S ribosomal RNA. The calculated RIN values were: Sample 1: 3.6; 2 and 3: under
quantification limit. This low quality of the samples, conceivably precludes sufficient representation of the bacterial RNA

for subsequent analysis (see text).



