Figure s1. Multiple amino acid sequence alignment of O3Pc—MSP with 14 homologous proteins. The NCBI accession number for each protein is listed next to the respective species name. Outlined letters

denote amino acid residues that are at least 80% identical (dark shade) or chemically similar (light shade). The letters written under the alignment represent highly conserved residues among these proteins.
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I_multifiliis_XP_004030361.1 1
P_persalinus_KRX00690.1 1
S_coeruleus_OMJ82598.1 1
B_stoltei_ CAG9334218.1 1
S_cerevisiae_CAA40928.1 1
D_melanogaster_NP_726571.2 1
C_elegans_NP_001366992.1 1
M_musculus_AAH56929.1 181
H_sapiens_KAI2521286.1 1
Pc-MSP_AHW46386 63
P_primaurelia_CAD8047831.1 64
P_octaurelia_CAD8144385.1 65
P_pentaurelia_CAD8141516.1 64
P_tetraurelia_XP_001425958.1 65
T_thermophila__ XP_001022919.3 309
I_multifiliis_XP_004030361.1 44
P_persalinus_KRX00690.1 127
S_coeruleus_OMJ82598.1 69
B_stoltei_ CAG9334218.1 41
S_cerevisiae_CAA40928.1 55
D_melanogaster_NP_726571.2 49
C_elegans_NP_001366992.1 30
M_musculus_AAH56929.1 361
H_sapiens_KAI2521286.1 41
Pc-MSP_AHW46386 237
P_primaurelia_CAD8047831.1 238
P_octaurelia_CAD8144385.1 239
P_pentaurelia_CAD8141516.1 238
P_tetraurelia_XP_001425958.1 239
T_thermophila__XP_001022919.3 483
I_multifiliis_XP_004030361.1 218
P_persalinus_KRX00690.1 302
S_coeruleus_OMJ82598.1 245
B_stoltei_ CAG9334218.1 216
S_cerevisiae_CAA40928.1 233
D_melanogaster_NP_726571.2 223
C_elegans_NP_001366992.1 205
M_musculus_AAH56929.1 534
H_sapiens_KAI2521286.1 213
Pc-MSP_AHW46386 405

P_primaurelia_CAD8047831.1 406
P_octaurelia_CAD8144385.1 407
P_pentaurelia_CAD8141516.1 406

P_tetraurelia_XP_001425958.1 407
T_thermophila_ XP_001022919.3 649
I_multifiliis_XP_004030361.1 384
P_persalinus_KRX00690.1 468
S_coeruleus_0OMJ82598.1 414
B_stoltei_CAG9334218.1 386

S_cerevisiae_CAA40928.1 395
D_melanogaster_NP_726571.2 359
C_elegans_NP_001366992.1 351
M_musculus_AAH56929.1 620
H_sapiens_KAI2521286.1 390
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