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Figure S1. Phenotypic characteristics of Vibrio sp. J383. (A) Growth on TSA with 2% NaCl. (B)
Siderophore synthesis on chrome azurol S (CAS) agar plates from Vibrio sp. J383 grown under iron-
enriched conditions (TSB supplemented with 100 um of FeCls), standard culture conditions (TSB), and
iron limited conditions (TSB supplemented with 100 pm of 2,2-diprydil) at 15°C. Yellow reaction around
Vibrio sp. J383 colony indicative of being positive for siderophore synthesis. (C) Capsule stain of Vibrio
sp. J383. (D) LPS profile for Vibrio sp. J383. (E) Positive catalase test. (F) Positive Oxidase test. (G) B
hemolysin production in sheep blood agar. (H) Growth on congored agar. (I) Growth on salmon blood
agar and B hemolysin production. (J) Growth in TSB with 2% NaCl at 15°C. Culture was aerated with
aeration (180 rpm) and grown in a 12 well plate for 48 h.
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Figure S2. Acute mortality of Atlantic salmon infected with different bacterial strains isolated from fish
exhibiting ‘winter ulcer’-like clinical signs. Moritella viscosa J311 was obtained from American Type

Culture Collection, NHI. The animals were injected with 100 ul of pathogen (108 CFU / dose) or PBS.”



S| 2 S T | 720 o | o | | 20 2 0 [ | s | Ao | 72 s [ o | 20
Vibrio harveyi 345 |1 8358 8353 8361 8328 480) 8441|8386 8348 8626 8412 8395 8398 8440 8347|8579 8457
Vibrio spp. }383 Chromosome_1 | 2 83,01 8291 8367 8396 8383 8303 8358 8370( 8365 6388 8398 8358 8354 8371 8384
Vibrio cholerae O1 str |3 8298 21| 8353 sa06] 8437 8439 8320 8396 8365] 83.77] 8405 8337 8359 8345
Vibrio splendidus EST398 | 4 853 | s287] s386] 8398 8385 8299 8361 8358 8347 8384 8402 8307 8350 8376] 8384
Photobacterium damselae subsp. pscicda [ § 81 8271 8264 8221 8325 sas0| ser8) 275 8271 8239 8342 836 829
Vibrio vulnificus FORC-077 6 84.29|  84.08] 83.51) 84.48 84.66| 84.39| 8411 8429 8354 85.14) 8477
Vibrio anguillarum J360 7 84.12(  84.00 84.07| 84.10( 84.08| 84.20)
Vibrio anguilarum MHK3 | 8 84.23 84.54| 8382 84.76| 83.96) 8390 8398
Vibrio vulnficus FDAARGOS-119 | 9 8439 81.70
Vibrio cholerae FDAARGOS-223 | 10 83.28| 8397 83.83| 83.9| 84.10 83.33] 8358 8342
Vibrio alginolyticus 2439-01 | 11 4147 8403 8398 8396 83.98 8345| 8668 8643 84.49]
Vibrio anguillarum CENVA NB11008 | 12 82.67 8447] 8472 8404 8444
Vibrio anguillarum 775 [ 13 807 8.8 86.46) 8383 8479 400[ 8379
Vibrio anguilarum JLL 237 | 14 8241 8750 8493 87.27 8411 8416 8390 84.16|
Vibrio anguillarum Vig43 | 15 85.19 8346 8287 8349 84.36) 8420 84.10( 8420
Vibrio fluvialis ATCC 33809 | 16
Vibrio cholerae RFBOS | 17 83.05 84.51 84.26| 8351|8348
Vibrio parahaemaloticus R14 | 18 43.81 55.78 85.75| 84.62
Vibrio campbelli ATCC 25920, CAM 5197 | 19 70.90 35 45.74 84.71)
Vibrio vulnificus Envl | 20 8716 ‘
B
il 2 3 4 5 6 7 8 9 10 u 2| B 14 15 16 17 18 19 20
Vibrio vulnificus FDAARGOS-119 | 1 84.31]
Vibrio fluvialis ATCC 33809 2
Vibrio harveyi 345 | 3 82.74 8.11 86.38 85.15 | 85.88
Vibrio spp. J383 Chromosome_2 4 84.15 83.58| 84.07| 8411
Vibria cholerae 01 str | § 85.15|  85.08 85.60) 85.23| 8546| 8515
Vibrio splendidus BST398 | 6 76.36 84.67 8371 84.19| 8382 8452
Photobacterium damselae subsp. piscicida 7
Vibrio vulnificus FORC-077 § 85.35 8255 86.09[ 8492
Vibrio anguillarum 360 9 85.16 82.15
Vibrio anguillarum MHK3 10 71,56 85.21 83.76
Vibrio cholera FOAARGOS-223 | 11 86.00) 85.24| 8547 85.17
Vibrio alginolyticus 2439-01 | 12 85.43 86.62| 8511
Vibrio anguillarum CNEVA NB1100§ | 13 7432 7704 83.84
Vibrio anguillarum 775 | 14 7548 8048 80.26 83.42
Vibrio anguillarum JUL 237 | 15 7429 1317 7593 77.28 84.60
Vibrio angullarum VIB43 | 16 n.19 7485 7600 7482 82.15
Vibrio cholerae RFBO5 | 17 70.70 69.90 83.49) 8187
Vibrio parahaemolyticus R14 | 18 42.46 84.24[ 8598
Vibrio campbelli ATCC 25920, CAM 5197 | 19 50.29 20.77 85.22
Vibrio vulnificus Envl | 20 86,10

Figure S3. Average nucleotide identity in Vibrio sp. J383. (A) chromosome 1; (B) chromosome 2. Vibrio.
sp. J383 identity percentage parameters for annotated genes were set up as minimum similarity of 0.8 and
minimum length of 0.8. Analyses were performed using CLC Genomic Workbench v20 (CLC Bio).

Genome alignment involved 20 Vibrio sp.



