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S1. Supplementary Figures and Tables
S1.1. Supplementary Figures
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Supplementary Figure S1. Disk diffusion screening assays of the antimicrobial activity of the AgNPs ((1-AgNPc; 2-
AgNPt; 3-AgNPsol; 4-AuNP; 5-CulNP; 6-ZnONP) against A. baumannii strains isolated in 2019 (a); 2020 (b); 2021 (c)
and from WW and SW samples.
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Supplementary Figure S2. Electrophoresis gel for blaoxast (353 bp) gene detection: all A. baumannii strains were
positive. Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2- strain 19012 ENE2; 3- 19042 CNES3; 4-111; 5-
21018 CNES6; 6- 21010 ONE3; 7-22014CA2; 8-19015 CNE2; 9-19013 ONE1; 10- 19014 CNE2; 11- 20031 ONES5; 12-
22019CNES5; 13-22018 CA6; 14-20030 ONE3; 15-21045 CNES6; 16-21049 ENE3; 17-21012 CNES5; 18-22012 CA5; 19-20070
ENE4; 20-19059 ENE1; 21-19060 ENE2; 22- 20070 ENE4; 23-Ab62 VL; 24-21002 CNE4; 25-21001 CNE5; 26-22007 CA4; 27-
19022 CNE4; 28-22025 CAS5; 29-Ab82 VL; 30- A. baumannii positive control for blaoxa-s1 gene.
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Supplementary Figure S3. Electrophoresis gel for blaoxa2s (501 bp) gene detection: 20 A. baumannii strains were
positive. Lines: 2- strain 19012 ENE2; 3- 111; 4-21010 ONES3; 5- 19015 CNE2; 6-19013 ONE1; 7-19014 CNE2; 8-20031
ONES5; 9-21045 CNE6; 10-21012 CNES5; 11-19045 ENES5; 12-21002 CNE4; 13-21001 CNES5; 14-20056 CNE2; 15-20113 ENE3;
16-22018 CA6; 17-19003 CNE1; 18-21036 CNE4; 19-22004 CA3; 20-22003 ENE2; 21-22014 CA2; 22-22025 CA5; 23-21018
CNES6; 24-20070 ENE4; 25- 19094 CNE1; 26-22004 CA3; 27-21030 ENE4; 28-22006 CA3; 29-19051 ENE2; 30 —negative
control; Molecular Size Marker (ThermoScientific, 1500 bp).
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Supplementary Figure S4. Electrophoresis gel for blaoxa2s (501 bp) and blaoxa24 (242 bp) genes detection: 5 strain of A.
baumannii encoded BL3Aball; 30 Trg; 111; 21018 CNE6; 22014 CA2 were positives. Lines: 1- Molecular Size Marker
(ThermoScientific, 1500 bp); 2- strain BL3Aball; 3- strain 22018 CA®6; 4- strain 30 Trg; ; 5- 19060 ENE2; 6- 111; 7-21018
CNEg6; 8- 22014 CA2; 9- A. baumannii positive control for blaoxa2s and blaoxa24 genes.
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Supplementary Figure S5. Electrophoresis gel for blarer (925 bp) gene detection: 3 strain of A. baumannii encoded 21039
CNES5; 21030 ENE4; 21030 CNE3 were positive. Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2- strain
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22025 CAD; 3- strain 22028 CNE2; 4- strain 19001 CNE1; ; 5- 21039 CNE5; 6-21030ENE4; 7- 19094 CNE6; 8-19094 CNE5;
9-21030 CNES3; 10- A. baumannii positive control for blarer gene; 11- 19003 CNE1; 12- 21036 CNE4; 13- 22028 CNE6; 14-
19091 ENE4; 15- 19094 CNE1; 16- 19094 ENES5; 17- 22003 ENE2; 18- 22002 COLN3; 19- 19005 CNE2; 20- 19001 CNE1; 21-
20018 ENE4; 22- DF 0965;23- DF 0462; 24- 19052 ENE2; 25- 21002 CNE2; 26- 20029 ONE2; 27- 22019 CNE4; 28- 19018
CNE2; 29- 20029 ONE2; 30-negative control.
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Supplementary Figure S6. Electrophoresis gel for blarem (1080 bp) gene detection: 3 strains of A. baumannii encoded
22025 CA5; 22026 CNE1; 19016 ONE4 were positive. Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2-
strain 20018 CNE3; 3-20015 CNE3; 4-20085 CNE5; 5- 22025 CA5; 6-20084 CNE2; 7-20018 ENE4; 8-21035 CNE6;9-21036
ENEZ2; 10-21036 ONE3;11-21036 CNE4; 12-22026 CNE1; 13-21039 CNE5;14-22028 CNE2;15-22028 ENES5; 16-19016 ONE3;
17-20034 CNE4; 18-19016 ONE4; 19-21020 CNE1; 20-22019 CNES5; 21-BL3Aba 5; 22-19044 CNE6; 23-21012 CNE3; 24- A.
baumannii positive control for blarem gene; 25- 21017 CNE3; 26- 22015 CA3; 20070 ENE4; 27- 19022 CNE4; 28- 22022 CA5;
29-20056 CNE2; 30- negative control.
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ompA= 531 bp

Supplementary Figure S7. Electrophoresis gel for ompA (531 bp) gene detection: 26 A. baumannii strains were
positive.Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2- strain BL3Aba5; 3-30 Trg; 4-Ab 62 VL; 5-21012
CNES; 6-21012 CA5; 7-20070 ENE4; 8-20069 ENE1; 9-19059 ENE1; 10-19060 ENE2; 11-19045 ENES5; 12-19012 ENE2; 13—
19042 CNE3; 14-111; 15-21018 CNES6; 16-22026 CNE1; 17 — 21049 ENE3; 18- 21010 ONE3; 19-22014 CA2; 20-19015 CNE2;
21-19013 ONE1; 22-19014 CNE2; 23-20031 ONE5; 24-22019 CNES5; 25-22018 CA6; 26-20030 ONE3; 27- 21045 CNEG6; 28-
22025 CA5; 29-21039 CNE5; 30- A. baumannii positive control for ompA gene.
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Supplementary Figure S8. Electrophoresis gel for ompA (531 bp) gene detection: 9 A. baumannii strains were positive.
Lines: 1-strain 19003 CNE1; 2-20085 CNE3; 3-21036 CNE4; 4-22028 CNE6; 5-19094 CNES6; 6- 22003 ENE2; 7- 19051 ENE2;
8-22006 CA3; 9- 21001 CNES5; 10-A. baumannii positive control for ompA gene; 11- Molecular Size Marker (ThermoScientific,

1500 bp).
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Supplementary Figure S9. Electrophoresis gel for bfmS (1368 bp) gene detection: 15 A. baumannii strains were positive.
Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2- strain BL3Aba5; 3-30 Trg; 4-Ab 62 VL; 5-21012 CNE5; 6-
22012 CA5; 7-20070 ENE4; 8-20069 ENE1; 9-19059 ENE1; 10-19060 ENE2; 11-19045 ENE5; 12-19012 ENE2; 13—19042
CNES3; 14-111; 15-21018 CNE6; 16-21010 ONES3; 17- 22014 CA2; 18- A. baumannii positive control for bfmS gene; 19-19015
CNE2.
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csuE= 976 bp

Supplementary Figure S10. Electrophoresis gel for csuE (976 bp) gene detection: 18 A. baumannii strains were positive.
Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2- strain BL3Aba5; 3-21012 CNES5; 4-22012 CA5; 5-20070 ENE4;
6-20069 ENE1; 7- 19059 ENE1; 8-19060 ENE2; 9-19045 ENES5; 10-19012 ENE2; 11-19042 CNE3; 12-21018 CNES6; 13-21010
ONES3; 14-21010 ONE3;15-22014 CA2; 16-19015 CNE2; 17-19013 ONEL1; 18-111; 19-19014 CNE2; 20- A. baumannii positive
control for csuE gene.
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csuE= 976 bp

Supplementary Figure S11. Electrophoresis gel for csuE (976 bp) gene detection: 17 A. baumannii strains were positive.
Lines: 1- Molecular Size Marker (ThermoScientific, 1500 bp); 2-20031 ONES5; 3-22019 CNE5; 4-22018 CA6; 5-22025 CA5;
6-21039 CNES5; 7-22026 CNE1; 8-21030 ENE4; 9- 19003 CNE1; 10-21036 CNE4; 11-22028 CNES6; 12-19091 ENE4; 13-22003
ENE2; 14-19051 ENE2; 15-20056 CNE2; 16-22006 CA3; 17-20113 ENE3; 18-22022 CA5; 19- A. baumannii positive control for

csuE gene.

Supplementary Figure S12. Disk diffusion screening assays of the synergic antimicrobial activity of the Ag NPsol and
antibiotics (IMP, SAM, MEM, CAZ, ATM, FEP, CN, DOR, CIP and AK) against A. baumannii strains isolated in 2020
from WW samples (N-E Romania): Al and A2 correspond to 20085 CNES5 strain disc diffusion assay and respectively
B1 and B2 to synergistic activity between antibiotics and Ag NPsol (5 uL).
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$1.2. Supplementary Tables

Supplementary Table S1. A. baumannii strains investigated in the study.
Strain code Isolation 'Year (?f Ge(‘)graphlca.l Strain code Isolation 'Year (?f Ge(')graphlca‘l
source isolation [region, location source lisolation region, location
50 TRG HI 19094 ENE5
80 TRG 19091 ENE4
19016 ONE4 (T19) 19094 CNE1 WWs b019
19016 ONE5 (T20) 19094 CNE6
SWs
19016 ONE3 19094 CNE5
19016 CNE2 88 Ab lasi (Ab 26) THI
19015 CNE2 20006 CNE6 (Ab13)
19013 ONE1 0096 CNE2 (Ab28) WWs 2020
19015 CNE6 20096 ONE4 (Ab35)
North-Eastern,
19013 CNE1 2019 21030 CNE3 (Ab14) SWs 021 lasi
19014 CNE1 21030 ENE4 (Ab 13)
19014 CNE4 WWs 22003 ENE2 WWs
19018 CNE2 22002 CA5 022
SWs
19018 CNE4 22002 COLN3
19014 ENE4 19005 CNE2 SWs
20034 CNE4 (T72) 19003 CNE6
20029 ENEL1 (T38) 19003 CNE1
2020
00029 CNE2 (T45) WWs 19006 CNE5
2019
£0029 ONE2 (T42) Southern, 19001 CNE1 WWs
[Targoviste
21019 ONE2 (T26) 19006 ONE1
21020 CNE1 (T23) 19001 ONE1
WWs 2021
21020 ONE3 (T22) 20018 CNE3 (Ab95)
21020 CNES (T21) 20015 CNE3 (Ab91)
2019 CNE5 0085 CNES5 (Ab113) - 020
22018 CA5 20084 CNE2 (Ab109)
WWs 2022
22018 CA6 20018 ENE4 (Ab93)
22019 CNE4 21035 CNE6 INorth-Eastern,
Galati
IBL3Aba 5 21036 ENE2
THI
WWs
IBL3Aba 11 21036 ONE3 bo21
19045 ENE5 21036 CNE4
19045 ENE2 21039 CNE5 SWs
19044 CNE6 SWs 22025 CA5 SWs
19044 CNE5 L019 22028 CNE2
19042 CNE6 Southern, 02028 ENE5 WWs 2022
WWs [Bucharest
19011 CNE6 22028 CNE6
19012 ENE2 WWs IDF 0965 THI Central-Western,
19042 CNE3 IDF 0462 Cluj
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111 19051 ENE2 SWs 2019
108 - h020 19049 ENE4
110 19049 ENE1 WWs
109 19052 ENE2
21012 CNE3 (Ab50) 0056 CNE2 SWs
1012 CNE5 (Ab 51) SWs 20056 ENE4
1012 ONE2 (Ab53) 20054 CNE4
1010 ONE1 20052 ENE2
1018 CNE6 po21 20103 ENE4 b020
01017 CNE3 20039 ONE1 WWs
01010 CNE3 WWs 20039 CNE5
21018 CNE1 20104 CNE5
21009 CNE1 21002 CNE4
22012 ENE6 SWs £1001 CNE1 e o1
22012 CA5 b1002 CNE2
02013 ENE4 21001 CNE5
02014 ENE5 22005 ENE1
02014 CA2 2022 22005 ENE4
2015 CA4 WWs 02005 CA3 Py
02015 CA3 22006 CA2
02013 CA5 22007 CA3 P02
Ab62 VL I 2007 CA2 WWs
Ab82 VL i 02007 CA4
19059 ENE1 SWs 19022 CNEG6 WWs o
19060 ENE2 2019 19022 CNE4 Central-Western,
19058 ENE1 WWWs Southern, 20113 ENE3 SWs 2020 [Timisoara
19062 ENE1 Valcea 22022 CA5 WWs 2022
00070 ENE4 (Ab 60)
SWs
20069 ENE1 (Ab 59) 2020
20073 ENE3 (Ab 68) WWs
1049 ENE3 WWs 021

Supplementary Table S2. Summary of the interaction of the Ag NPsol and the various antibiotics.

Laboratory | Isolation code Geographical | Antibiotics Antibiotic Antibiotic % change in Interpretation
code region alone (mm) with Ag NP 1ZD
(mm)

IMP 6 9 50 Synergism
SAM 6 12 100 Synergism
MEM 6 11 83.33 Synergism

18 21036CNE4 WWs N-E CAZ 6 8 33.33 Synergism
ATM 15 15 0 Indifference
FEP 10 10 0 Indifference
CN 6 6 0 Indifference
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DOR 6 6 0 Indifference
CIpP 6 11 83.33 Synergism
AK 6 7 16.67 Additive
IMP 6 8 33.33 Synergism
SAM 6 11 83.33 Synergism
MEM 6 10 66.67 Synergism
CAZ 6 8 33.33 Synergism
ATM 6 6 0 Indifference

19 20085 CNE3 WWs N-E FEP 6 9 50 Synergism
CN 6 9 50 Synergism
DOR 6 9 50 Synergism
cIp 6 7 16.67 Additive
AK 6 8 33.33 Synergism
IMP 6 9 50 Synergism
SAM 14 14 0 Indifference
MEM 6 9 50 Synergism
CAZ 12 14 16.67 Additive
ATM 15 16 6.67 Additive

4 22028CNE4 WWs N-E FEP 15 15 0 Indifference
CN 6 8 33.33 Synergism
DOR 6 6 0 Indifference
CIpP 6 6 0 Indifference
AK 9 11 22.22 Synergism
IMP 6 8 33.33 Synergism
SAM 6 14 133.33 Synergism
MEM 6 8 33.33 Synergism
CAZ 6 8 33.33 Synergism
ATM 12 13 8.33 Additive

7 19003CNEL WWsN-E - rgp 10 11 10 Additive
CN 6 7 16.67 Additive
DOR 6 8 33.33 Synergism
CIP 6 6 0 Indifference
AK 6 6 0 Indifference
IMP 6 8 33.33 Synergism
SAM 6 13 116.67 Synergism
MEM 6 8 33.33 Synergism
CAZ 14 10 -28.57 Antagonism
ATM 14 13 -7.14 Antagonism

3 22003ENE2 WWsNE - egp 11 12 9.09 Additive
CN 6 7 16.67 Additive
DOR 6 8 33.33 Synergism
CIpP 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 6 7 16.67 Additive
SAM 11 13 18.18 Additive
MEM 6 7 16.67 Additive
CAZ 6 11 83.33 Synergism

29 19094CNE6 WWs N-E ATM 13 16 23.08 Synerglsfn
FEP 15 14 -6.67 Antagonism
CN 6 7 16.67 Additive
DOR 6 7 16.67 Additive
cIp 6 7 16.67 Additive
AK 7 10 42.86 Synergism
IMP 32 34 6.25 Additive

30 22004CA3 WWs N-E SAM 30 40 33.33 Synergism




Microorganisms 2023, 11, 2439

9of16

MEM 30 32 6.67 Additive
CAZ 24 24 0 Indifference
ATM 19 24 26.32 Synergism
FEP 24 30 25 Synergism
CN 20 21 5 Additive
DOR 30 31 3.33 Additive
CIP 28 31 10.71 Additive
AK 20 20 0 Indifference
IMP 32 34 6.25 Additive
SAM 30 30 0 Indifference
MEM 30 30 0 Indifference
CAZ 24 24 0 Indifference
ATM 19 18 -5.26 Antagonism

3 19091ENEA WWsN-E FEP 28 26 -7.14 Antagonism
CN 19 21 10.53 Additive
DOR 28 28 0 Indifference
CIP 28 29 3.57 Additive
AK 19 20 5.26 Additive
IMP 6 8 33.33 Synergism
SAM 6 6 0 Indifference
MEM 6 10 66.67 Synergism
CAZ 6 10 66.67 Synergism

1 21039CNE 5 SWs N-E ATM 12 11 -8.33 Antag(>.n1srn
FEP 6 9 50 Synergism
CN 6 8 33.33 Synergism
DOR 6 9 50 Synergism
CIpP 6 9 50 Synergism
AK 9 10 11.11 Additive
IMP 6 9 50 Synergism
SAM 14 13 -7.14 Antagonism
MEM 6 10 66.67 Synergism
CAZ 6 8 33.33 Synergism
ATM 14 13 -7.14 Antagonism

2 22026CNEL SWs N-E FEP 15 8 -46.67 Antagonism
CN 6 9 50 Synergism
DOR 6 7 16.67 Additive
CIpP 6 8 33.33 Synergism
AK 8 11 37.5 Synergism
IMP 34 32 -5.88 Antagonism
SAM 24 30 25 Synergism
MEM 28 30 7.14 Additive
CAZ 24 25 4.17 Additive
ATM 20 20 0 Indifference

3 22025CAS SWsN-E FEP 26 26 0 Indifference
CN 21 21 0 Indifference
DOR 26 26 0 Indifference
CIP 26 29 11.54 Additive
AK 20 21 5 Additive
IMP 6 7 16.67 Additive
SAM 19 20 5.26 Additive
MEM 6 7 16.67 Additive
CAZ 6 7 16.67 Additive

32 21030CNE3 SWs N-E ATM 15 15 0 Indifference
FEP 16 15 -6.25 Antagonism
CN 8 9 12.5 Additive
DOR 6 8 33.33 Synergism
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CIP 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 11 11 0 Indifference
SAM 26 29 11.54 Additive
MEM 9 10 11.11 Additive
CAZ 20 21 5 Additive
ATM 17 19 11.77 Additive
i 21030ENE4 SWs N-E FEP 22 22 0 Indifference
CN 17 21 23.53 Synergism
DOR 8 10 25 Synergism
CIp 27 27 0 Indifference
AK 14 19 35.71 Synergism
IMP 6 10 66.67 Synergism
SAM 6 8 33.33 Synergism
MEM 6 9 50 Synergism
CAZ 6 8 33.33 Synergism
ATM 12 8 -33.33 Antagonism
? BL3ABAS THI'S FEP 6 8 33.33 Synergism
CN 6 9 50 Synergism
DOR 6 8 33.33 Synergism
CIP 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 6 9 50 Synergism
SAM 13 15 15.39 Additive
MEM 6 8 33.33 Synergism
CAZ 6 8 33.33 Synergism
) ATM 10 8 -20 Antagonism
11 62Valcea spital IHIS FED 6 8 333 Synergism
CN 6 7 16.67 Additive
DOR 6 7 16.67 Additive
CIp 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 6 8 33.33 Synergism
SAM 16 16 0 Indifference
MEM 6 7 16.67 Additive
CAZ 6 6 0 Indifference
ATM 14 16 14.29 Additive
38 S0SPITTRG THI'S FEP 12 14 16.67 Additive
CN 6 8 33.33 Synergism
DOR 6 8 33.33 Synergism
CIP 6 7 16.67 Additive
AK 8 9 12.5 Additive
IMP 6 9 50 Synergism
SAM 6 9 50 Synergism
MEM 6 10 66.67 Synergism
CAZ 6 9 50 Synergism
ATM 10 8 -20 Antagonism
10 21018CNE6 WWs S FEP o 9 =0 Synergism
CN 6 8 33.33 Synergism
DOR 6 7 16.67 Additive
CIp 6 7 16.67 Additive
AK 6 6 0 Indifference
IMP 6 9 50 Synergism
14 21045CNE6 WWs S SAM 6 10 66.67 Synergism
MEM 6 8 33.33 Synergism
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CAZ 6 7 16.67 Additive
ATM 8 8 0 Indifference
FEP 6 7 16.67 Additive
CN 6 6 0 Indifference
DOR 6 7 16.67 Additive
CIp 6 6 0 Indifference
AK 6 6 0 Indifference
IMP 6 9 50 Synergism
SAM 13 13 0 Indifference
MEM 6 9 50 Synergism
CAZ 6 8 33.33 Synergism

» 21049ENE3 WWs S ATM 15 7 -53.33 Antag(>.n1srn
FEP 6 9 50 Synergism
CN 6 8 33.33 Synergism
DOR 6 9 50 Synergism
CIp 6 8 33.33 Synergism
AK 6 9 50 Synergism
IMP 6 8 33.33 Synergism
SAM 6 9 50 Synergism
MEM 6 8 33.33 Synergism
CAZ 12 10 -16.67 Antagonism
ATM 16 15 -6.25 Antagonism

34 19015CNE2 WWs$ FEP 12 12 0 Indifference
CN 6 6 0 Indifference
DOR 6 8 33.33 Synergism
CIp 6 6 0 Indifference
AK 6 6 0 Indifference
IMP 6 9 50 Synergism
SAM 6 9 50 Synergism
MEM 6 8 33.33 Synergism
CAZ 6 7 16.67 Additive
ATM 9 9 0 Indifference

3 200300NEL WWsS FEP 8 7 -12.5 Antagonism
CN 6 7 16.67 Additive
DOR 6 7 16.67 Additive
cIp 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 30 30 0 Indifference
SAM 30 32 6.67 Additive
MEM 26 32 23.08 Synergism
CAZ 22 24 9.09 Additive
ATM 22 24 9.09 Additive

36 22018CAG WWsS FEP 24 30 25 Synergism
CN 18 20 11.11 Additive
DOR 28 30 7.14 Additive
CIp 30 30 0 Indifference
AK 16 16 0 Indifference
IMP 6 8 33.33 Synergism
SAM 11 15 36.36 Synergism
MEM 6 8 33.33 Synergism
CAZ 6 7 16.67 Additive

37 22014CA2 WWs S ATM 12 13 8.33 Additive
FEP 13 12 -7.69 Antagonism
CN 16 16 0 Indifference
DOR 6 7 16.67 Additive
CIpP 6 7 16.67 Additive
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AK 20 22 10 Additive
IMP 6 9 50 Synergism
SAM 11 13 18.18 Additive
MEM 6 7 16.67 Additive
CAZ 6 6 0 Indifference
ATM 13 12 -7.69 Antagonism
19042CNE
¥ 9042CNE3 WWsS FEP 12 8 -33.33 Antagonism
CN 9 9 0 Indifference
DOR 6 9 50 Synergism
CIp 6 9 50 Synergism
AK 12 13 8.33 Additive
IMP 8 8 0 Indifference
SAM 6 11 83.33 Synergism
MEM 7 8 14.29 Additive
CAZ 6 7 16.67 Additive
ATM 9 8 -11.11 Antagonism
40 190130NEL WWs$S FEP 10 9 10 Antagonism
CN 6 10 66.67 Synergism
DOR 7 10 42.86 Synergism
CIP 6 8 33.33 Synergism
AK 6 8 33.33 Synergism
IMP 6 8 33.33 Synergism
SAM 10 12 20 Synergism
MEM 6 8 33.33 Synergism
CAZ 6 8 33.33 Synergism
ATM 12 11 -8.33 Antagonism
41 200310NE
0031ONES WWsS FEP 6 8 33.33 Synergism
CN 6 8 33.33 Synergism
DOR 6 8 33.33 Synergism
CIp 6 8 33.33 Synergism
AK 6 8 33.33 Synergism
IMP 6 9 50 Synergism
SAM 14 15 7.14 Additive
MEM 6 9 50 Synergism
CAZ 14 14 0 Indifference
ATM 12 16 33.33 Synergism
i 19014CNE2 WWsS FEP 10 11 10 Additive
CN 6 7 16.67 Additive
DOR 6 8 33.33 Synergism
CIP 6 7 16.67 Additive
AK 6 6 0 Indifference
IMP 30 34 13.33 Additive
SAM 26 25 -3.85 Antagonism
MEM 24 26 8.33 Additive
CAZ 24 20 -16.67 Antagonism
ATM 16 17 6.25 Additive
4 2201 E
3 019CNES WWs$S FEP 24 28 16.67 Additive
CN 17 17 0 Indifference
DOR 26 26 0 Indifference
CIP 28 28 0 Indifference
AK 15 17 13.33 Additive
IMP 13 11 -15.39 Antagonism
SAM 12 15 25 Synergism
6 19012ENE2 WWs S
° MEM 10 11 10 Additive
CAZ 6 8 33.33 Synergism
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ATM 11 9 -18.18 Antagonism
FEP 6 6 0 Indifference
CN 6 7 16.67 Additive
DOR 6 8 33.33 Synergism
CIp 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 6 9 50 Synergism
SAM 6 10 66.67 Synergism
MEM 6 9 50 Synergism
CAZ 6 9 50 Synergism
ATM 13 9 -30.77 Antagonism
8 210100NE3 WWs$ FEP 6 8 33.33 Synergism
CN 6 7 16.67 Additive
DOR 6 8 33.33 Synergism
CIP 6 7 16.67 Additive
AK 6 7 16.67 Additive
IMP 34 32 -5.88 Antagonism
SAM 28 30 7.14 Additive
MEM 30 32 6.67 Additive
CAZ 24 24 0 Indifference
ATM 20 20 0 Indifference
> 19045ENES SWs S FEP 26 26 0 Indifference
CN 20 22 10 Additive
DOR 26 27 3.85 Additive
CIP 30 30 0 Indifference
AK 18 22 22.22 Synergism
IMP 6 9 50 Synergism
SAM 6 10 66.67 Synergism
MEM 6 10 66.67 Synergism
CAZ 6 8 33.33 Synergism
ATM 6 8 33.33 Synergism
7 21012CNES SWs S FEP 6 8 33.33 Synergism
CN 25 25 0 Indifference
DOR 6 7 16.67 Additive
CIP 6 7 16.67 Additive
AK 9 12 33.33 Synergism
IMP 28 36 28.57 Synergism
SAM 28 28 0 Indifference
MEM 30 30 0 Indifference
CAZ 24 28 16.67 Additive
1 19060ENE2 SWsS ATM 23 25 8.70 Addltnvze
FEP 26 32 23.08 Synergism
CN 20 20 0 Indifference
DOR 25 30 20 Synergism
CIp 29 30 3.45 Additive
AK 20 20 0 Indifference
IMP 24 25 4.17 Additive
SAM 14 16 14.29 Additive
MEM 20 21 5 Additive
CAZ 11 11 0 Indifference
ATM 12 16 33.33 Synergism
13 20070ENE4 SWs S FEP 14 16 14.29 Additive
CN 6 6 0 Indifference
DOR 14 16 14.29 Additive
CIP 6 8 33.33 Synergism
AK 8 10 25 Synergism




Microorganisms 2023, 11, 2439

14 of 16

IMP 30 32 6.67 Additive
SAM 16 22 37.5 Synergism
MEM 26 24 -7.69 Antagonism
CAZ 24 26 8.33 Additive
ATM 21 23 9.52 Additive

20 19059ENEL SWsS FEP 11 26 136.36 Synergism
CN 20 22 10 Additive
DOR 22 25 13.64 Additive
CIP 28 31 10.71 Additive
AK 18 20 11.11 Additive
IMP 7 9 28.57 Synergism
SAM 6 12 100 Synergism
MEM 6 9 50 Synergism
CAZ 6 10 66.67 Synergism
ATM 12 10 -16.67 Antagonism

2 20069ENEL SWsS FEP 6 10 66.67 Synergism
CN 6 7 16.67 Additive
DOR 6 10 66.67 Synergism
CIp 6 8 33.33 Synergism
AK 6 7 16.67 Additive
IMP 6 8 33.33333 Synergism
SAM 13 15 15.38462 Additive
MEM 6 8 33.33333 Synergism
CAZ 6 7 16.66667 Additive
ATM 14 14 0 Indifference

16 19022CNE4 WWsCW rgp 6 7 16.66667 Additive
CN 6 8 33.33333 Synergism
DOR 6 7 16.66667 Additive
CIP 6 7 16.66667 Additive
AK 6 9 50 Synergism
IMP 32 32 0 Indifference
SAM 28 32 14.29 Additive
MEM 30 32 6.67 Additive
CAZ 26 36 38.46 Synergism
ATM 20 21 5 Additive

17 22022CA3 WWsCGW - eEp 28 24 -14.29 Antagonism
CN 20 21 5 Additive
DOR 28 30 7.14 Additive
cIp 30 33 10 Additive
AK 19 21 10.53 Additive
IMP 6 7 16.67 Additive
SAM 17 20 17.65 Additive
MEM 6 7 16.67 Additive
CAZ 11 13 18.18 Additive
ATM 15 19 26.67 Synergism

» 21001CNES WWsCW rgp 15 16 6.67 Additive
CN 6 7 16.67 Additive
DOR 6 7 16.67 Additive
CIP 6 6 0 Indifference
AK 6 6 0 Indifference
IMP 36 40 11.11 Additive
SAM 34 34 0 Indifference

28 22007CA4 WWs C-W MEM 32 32 0 Indifference
CAZ 30 30 0 Indifference
ATM 22 24 9.09 Additive
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FEP 32 34 6.25 Additive
CN 25 25 0 Indifference
DOR 32 32 0 Indifference
CIp 32 35 9.38 Additive
AK 23 24 4.35 Additive
IMP 9 10 11.11 Additive
SAM 6 15 150 Synergism
MEM 6 10 66.67 Synergism
CAZ 6 7 16.67 Additive
ATM 10 12 20 Synergism
12 20113ENES SWs CW FEP 11 12 9.09 Additive
CN 6 7 16.67 Additive
DOR 6 7 16.67 Additive
CIp 6 8 33.33 Synergism
AK 6 7 16.67 Additive
IMP 32 34 6.25 Additive
SAM 28 30 7.14 Additive
MEM 22 28 27.27 Synergism
CAZ 22 26 18.18 Additive
ATM 20 22.24 11.2 Additive
» 19051ENE2 SWs CW FEP 26 28 7.69 Additive
CN 19 21 10.53 Additive
DOR 24 29 20.83 Synergism
CIP 30 32 6.67 Additive
AK 18 21 16.67 Additive
IMP 30 34 13.33 Additive
SAM 28 32 14.29 Additive
MEM 30 32 6.67 Additive
CAZ 26 28 7.69 Additive
ATM 21 21 0 Indifference
24 22006CA3 SWs CW FEP 24 30 25 Synergism
CN 23 22 -4.35 Antagonism
DOR 25 36 44 Synergism
CIp 28 32 14.29 Additive
AK 19 22 15.79 Additive
IMP 6 9 50 Synergism
SAM 14 13 -7.14 Antagonism
MEM 6 8 33.33 Synergism
CAZ 6 6 0 Indifference
ATM 15 14 -6.67 Antagonism
26 20056CNE2 SWs C-W FEP 10 11 10 Additive
CN 6 7 16.67 Additive
DOR 6 8 33.33 Synergism
CIp 6 11 83.33 Synergism
AK 6 6 0 Indifference
IMP 24 23 -4.17 Antagonism
TZP 28 30 7.14 Additive
ATM 27 26 -3.70 Antagonism
FEP 30 28 -6.67 Antagonism
P. aeruginosa ATCC 27853 CAZ 28 28 0 Indifference
AK 23 23 0 Indifference
CN 20 20 0 Indifference
DOR 33 30 -9.09 Antagonism
CIp 33 32 -3.03 Antagonism
MEM 6 7 16.67 Additive
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IMP (imipenem), 10 ug; TZP (piperacillin-tazobactam), 85 pig; ATM (aztreonam), 30 pg; FEP (cefepime), 30 ug; CAZ
(ceftazidime), 30 pug; MEM (meropenem), 10 pg; CIP (ciprofloxacin), 5 ug; SAM (ampicillin-sulbactam), 20 pg; AK
(amikacin), 30 pg; DOR (doripenem), 10 pg; CN (gentamicin), 10 ug; %, percentage; IZD, inhibition zone diameter.



