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Figure S1. Stacked barplots of the relative abundance of the families identified in the Artisanal_CS (Art. CS), Artisanal_IHS (Art.
IHS) and Industrial (Ind.) gidotyri cheeses.
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Figure S2. Stacked barplots of the relative abundance of the genera identified in the Artisanal_CS (Art. CS), Artisanal_IHS (Art. IHS)

and Industrial (Ind.) gidotyri cheeses.



