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Spectra S1-518: FT-IR, 'H-NMR and *C-NMR spectra for
symmetric (9a-9e) and asymmetric (10a) imines
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Spectra S1: FT-IR of compound 9a
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Spectra S2: '"H-NMR of compound 9a
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Spectra S3: *C-NMR of compound 9a
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Spectra S4: FT-IR of compound 9b
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Spectra S5: 'H-NMR of compound 9b
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3C-NMR of compound 9b

Spectra S6
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Spectra S7: FT-IR of compound 9¢
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Spectra S8: '"H-NMR of compound 9c
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Spectra S9: 3C-NMR of compound 9c



1 l 1 l 1 l 1 l 1 l 1 l 1 ///V 1
—FT-IR (9d)
! W
@ g o 88
- — N~
[}
51 9 l% . i
= - g
._"5
< 4 i
— )
(U ~
) E
5 ha
x o & I
© =
— © —
S
/L
T I T I T I T I T I T I T /A T
400 600 800 1000 1200 1400_1 1600 2800 3200
Wavenumber/cm
Spectra S10: FT-IR of compound 9d
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Spectra S11: '"H-NMR of compound 9d
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Spectra S12: *C-NMR of compound 9d
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Spectra S13: FT-IR of compound 9e
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Spectra S14: '"H-NMR of compound 9e
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BC-NMR of compound 9e

Spectra S15
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Spectra S16: FT-IR of compound 10a
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Spectra S17: '"H-NMR of compound 10a
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Spectra S18: *C-NMR of compound 10a
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Figures S1-S6: Molecular docking results

Figure S1: Molecular docking results for active compounds on positive regulatory factor A
(PrfA, PDB ID: ILRR). A. 3D-overview for native ligand on the active site of PrfA. B. 3D-
overview for active compounds on the active site of PrfA. C. Detailed interaction between

key residues and the most active compound (9b).

14



Figure S2: Molecular docking results for active compounds on penicillin-binding protein 4
(PBPs4, PDB ID: 3ZG8). A. 3D-overview for native ligand the on active site of PBPs4. B. 3D-
overview for active compounds the on active site of PBPs4. C. Detailed interaction between
key residues and the most active compound (9b).
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Figure S3: Molecular docking results for active compounds on internalin A (PDB ID: 106V).
A. 3D-overview for native ligand on the active site of internalin A. B. 3D-overview for active
compounds on the active site of internalin A. C. Detailed interactions between key residues
and the most active compound (9b).
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Figure S4: Molecular docking results for the active compounds against internalin B (PDB
ID: 2WQU). A. 3D-overview for native ligand on the active site of internalin B. B. 3D-
overview for active compounds on the active site of internalin B. C. Detailed interaction
between key residues and the most active compound (9b).
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Figure S5: Molecular docking result for active compounds against internalin C (PDB ID:
1XEU). A. 3D-Overview for native ligand on the active site of internalin C. B. 3D-overview
for active compounds on the active site of internalin C. C. Detailed interaction between key
residues and the most active compound (9b).
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Figure S6: Molecular docking results for compound 9b and resveratrol against internalin C
(PDB ID: 1XEU). A. 3D-overview for compound 9b and resveratrol on the active site of
internalin C. B. Detailed interaction between key residues and compound 9b. C. Detailed
interaction between key residues and resveratrol.
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