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Supplementary Material S1. List of primers used in this study for amplification of iturin A operon in Bacillus 
velezensis UTB96 

Name Sequence 5′—3′ Purpose 
s1250 F GCCGTCATACAATTGAATCAG  

Sequencing of nucleotide gaps 
in the ituB gene from B. 

velezensis UTB96 

s1194 R ATACGGTGCAAATGGTTCAAC 
s1661 F GTTTCCGTCAGGAAGGTAAC 
s1662 R GAGATTGTGTCAGACGGTG 
s1689 F GCTCCGGATCAATAGGAAG 
s1690 R GTGGGGATCAGAGATCAC 
s1665 F GCTGACGATAAGTCAGTGTC 
s1666 R CAACCATTGAACAGCTCGC 
s1201 F CCGCTTCTTTGACAGCATC 

Sequencing of nucleotide gaps 
in the ituC gene from B. 

velezensis UTB96 

s1255 R CGATATATCGAATGGCTGG 
s1254 F CCAGCCATTCGATATATCG 
s1200 R CTGGGATTGTTTCAATGTCAG 
s1659 F CGGCCAGTATTTTTTCCAG 
s1660 R TGGTTCTCCTGGTCGGAAT 

 

 

 


