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[bookmark: _GoBack][bookmark: OLE_LINK21]Fig. S3 Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway classification and enrichment of DEGs. (B) X axis represents enrichment factor. Y axis represents pathway name. Coloring indicate FDR value (high: green, low: red), a p-value corrected by multiple hypothesis tests. The lower FDR value indicates the more significant enriched. Point size indicates DEGs number (more: big, less: small).
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