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FIG S3. Topology and structural features of other AIG1 homologs showing high expression
in E. histolytica. Panel A, Image distribution is as follows. On the left, Protter topology
analysis. In the middle, AlphaFold2 model, and on the right, Prosite scan results screenshot
showing the AIG1 domain. In Panel B, all the annotated AIG1-family members of E.
histolytica were compared with ClustalW and phylogenetically reconstructed with MEGA.
The four regulated AIG1 homologs are indicated in shaded color. Panel C, motif comparison
between all annotated AlG1-family members of E. histolytica, the color scheme for each

motif is the same as in Figure 5 panel A.



