Table S1. List of primers for intestinal dsDNA viruses in the studied panel NGS panel.

Length of
Name of virus Strain Primer names Primer sequences (5'-3') PCR Reference
product
Bacteriophages
E.coli X52686.1 Bacterio- .
phage T4 rlIA gene and ORF T4 T4F CCATCCATAGAGAAAA- 100 Ninove et al.,
FIA 1 TATCAGAACGA 2011
TAR TAAA-
TAATTCCTCTTTTCCCAGCG
E.coli MS2 MS2F CTCTGAGAGCGGCTCTATTGGT 100 12\10”1“1”6 etal,
GTTCCCTACAAC-
MS2R GAGCCTAAATTC
kpv71 KU666550 AGTGCCCATGGCATTAATT- Solovieva et al.,
(Autographviri- 71F_Ncol AGATTAGTAGCTC 2018; Knecht et
dae) al, 2019
71R Xhol CATACTCGAGATACAC-
Klebsiella pneumonia phage - CTCCCAGGCTACCTG
GAATCCATGGCACTAGTAGAT- Solovieva et al.,
Kpv74 74F_Ncol TTAGTGAGG 2018 A.Latka,
2019
ATTACTCGAGCACATT-
TARXhol  GCACAGCAAGTACG
Salmonella enteric phages SEN22 F4c5-F CAACTTGCGACTGCTCTTTG 474 Mikalov4 et al.,
F4c5-R CGAAGGAAGCGTTAGACCTG 2017
SEN2 F3c7-F GTTGGGTGGAAGAAGCTGAA 413 Mikalov4 et al.,
F3c7-R AGCATCTGGCCCTGTATCTG 2017
SENS8 F20c3-F TTCAGTGGTTGGTTCCATGA 471 Mikalov4 et al.,
F20c3-R GCGTTAAGAAGCCAGAAACG 2017
SENS8 F20c5-F TTATTTGCTGCGCTGACATC 494 Mikalov4 et al.,
F20c5-R TCAGAAGAAGGCCTGGCTAA 201
SEN23 F6c1-F GGCCGATCAGTTGCTTAAAA 232 Mikalov4 et al.,
F6cl1-R CTCATGCCCCAACATTTTCT 2017
SEN4 F9c2-F GCCGTCTGATAACCCAGAAA 456 Mikalov4 et al.,
F9c2-R CGTTTTCCAGATCAGCCTGT 2017
SEN34 F38c2-F AAGTGGGGAACTGCTGAAGA 487 Mikalov4 et al.,
F38c2-R AACGCTGCCATAAGCTGACT 2017
SEN1 F1c3-F AAAGGCCGGTTAGGTAGCTC 456 Mikalov4 et al.,
Flc3-R ATCGCTCGCATGTTTAACG 2017
SEN22 F4c4-F AATGGATGCAGTCAGGGAAG 421 Mikalov4 et al.,
F4c4-R GTCAATCATCGCGTTTTCCT 2017
SEN5 F10c1-F TTCGCAAATGAAATCGAGTG 443 Mikalov4 et al.,
F10c1-R ATCGGCAACTTACCGTCATC 2017
SEN23 F6c4-F GTTGTTCAGGCCGTTGATTT 284 Mikalov4 et al.,
F6c4-R GTACATCGCCTGAAGGGAGA 2017
SEN34 F38cl-F GTTTATGGCGCTGAAAAGGA 457 Mikalov4 et al.,
F38c1-R GTTGTTCAGGCCGTTGATTT 2017
Bacteroides CrAssphage CrassPhF AGACGCGATGAAGAACTGCT 590 .
Yangpeng Li et
CrassPhR CCATCGGGAGCAGTAAGACC 500 al., 2021
CGGCGGGTTAATCAAAA-
CrPhPolF TAGAA 500 .
Yangpeng Li et
GCGGAGAACCCCATTTATTAA- al.. 2021
CrPhPolR

TAAG




Eukaryotic cell viruses

AD169, Toledo, UL55N_F

GGA TCT GGT GCC TGG TAG TC

Towne UL55N_R CGA ATA AGA TCC GTA CCC TG 250
TGT TCT GGC AAG GTA TCA
r?(]))\jr?: Toledo, UL55C_F AGC A 250
UL55C_R GTG AAC TGC AGC TGG GCG TA
. UL73 F TTC GGT CGG TCA ACA TCG Grosjean et
Cytomegalovirus (DNA) AD169 - TAA G 361 al., 2009
UL73 R GGT GGT TGC AGT AAA GTT
- CTG GA
UL75.F TCC TGG GAT CCT TTC TCT CCT
Toledo TCT 429
UL75_R ATG GGT CTC CCG TAG GTG TTG
Varicella Zoster (DNA) Hu- vzv49f TGAGCAACTTGATCCGTGTC 347
man herpesvirus 3 (VZV, vzv49r CCTCGCCATAAAGCCACTAC
strain Dumas) complete ge- vzv62f ACAAACACAGGGGTTGTTCG 339
nome - X04370 Dumas. Oka vzv62r GCGTTTTATTACTGTCGACC Tin et al.. 2017
Human herpesvirus 3 DNA, ’ vzv52f CGGTGGACACACAGAAAGAG 360 v
complete genome, strain: vzv52r GCCCTGAACCAGTTCTACCA
Oka, sub_strain: pOka - vzvllf ACCCACCATCATTTGAGTCC 350
AB097933.1 vzvllr GCCGTTTGAGACCGATGATA
Adenovirus AdV ACFF1 GGT CTG GTG CAA TTC GCC 135
AdV ACFR1 CAC GGG CAC AAA ACGCA
AdV ACF F2 ACC TGG GCC AAA ACCTTCTC s
AdV ACFR2 CGT CCA TGG GAT CCA CCT C Ebner et al,
AdV ACFF3 CCC GTG TTT GAC AAC GAA GG 2005
TTA GAG CTA GGC ATA AAT 112
AdVACE RS 1ot aca Gea
AdVBDE_F ACA TGC ACATCG CCGG 143
AdVBDE_R CGG TCS GTG GTC ACA TC
ADHEX2F1  AACACCTACGAC- 133-155
TACATGAATGG
ADHEX2F2 130-155
AAAAACACCTACGAC- Ylihirsild et
Adenovirus Hexon gene TACATGAACGG al., 2013
Ebner K, et
ADHEX2F3  AACACCTACGATTA- 133-157 al., 2005
TATGAACAAGC
Adhex 1R ACATCCTTCCTGAAGTTCCA 385-404
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