Figure S5. Phylogenetic tree based on available core genomes of gastric Helicobacter isolates included in the MALDI-TOF MS analyses
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H. suis isolates (black); H. ailurogastricus isolates (blue); H. heilmannii isolates (orange); H. bizzozeronii isolates (khaki); H. cetorum isolates (purple); H. pylori isolates (grey); H. acinonychis isolates (magenta); H. baculiformis isolate (cyan); H. salomonis isolates (fluo green); H. cynogastricus isolate (dark purple); H. felis isolates (red).
The phylogenetic tree was built using the randomized accelerated maximum likelihood (RAxML) program by applying the -f a, -p 12345, -x 12345, -# 100, -m GTRGAMMA parameters, and visualized using the interactive tree of life (iTOL) software.
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