BUSCO statistics of blobtools filtered assembly
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Figure S1. BUSCO scores of the blobtools filtered assembly against Diptera, Insecta and Eukaryota
databases. Used databases to assess completeness against dipterans, insects and eukaryotes:
“diptera_odb10”, “insecta_odb10” and ‘“eukaryota odb10” databases, respectively. BUSCO=

Benchmarking Universal Single-Copy Orthologs.



