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Information of total RNA samples prior to NGS sequencing.

	Collection
	Sample ID
	Pool
	(ng /μl)
	A260/280
	A260/230
	Conversion
	μl
	μl
	Pool

	1
	1 46-A (5\10\13)
	A
	1253
	2.08
	1.77
	0.003192338
	3.192338388
	6.384676776
	A1

	1
	1 50-A(5\10\13)
	A
	1132.5
	2.14
	1.57
	0.003532009
	3.53200883
	7.06401766
	A1

	1
	1 55-A(5\10\13)
	A
	1049.9
	2.1
	1.83
	0.003809887
	3.809886656
	7.619773312
	A1

	1
	1 58-A(5\10\13)
	A
	856.9
	2.12
	1.52
	0.004667989
	4.667989264
	9.335978527
	A1

	1
	1 71-A(5\10\13)
	A
	846.9
	2.14
	1.81
	0.004723108
	4.723107805
	9.44621561
	A1

	1
	1 73-A(5\10\13)
	A
	1087.6
	2.17
	1.91
	0.003677823
	3.677822729
	7.355645458
	A1

	1
	1 47-A(5\10\13)
	B
	1260.8
	2.13
	1.85
	0.003172589
	3.172588832
	6.345177665
	A2

	1
	1 54-A(5\10\13)
	B
	1037.7
	2.18
	1.8
	0.003854679
	3.854678616
	7.709357232
	A2

	1
	1 56-A(5\10\13)
	B
	1049.9
	2.12
	1.72
	0.003809887
	3.809886656
	7.619773312
	A2

	1
	1 64-A(5\10\13)
	B
	690.4
	2.08
	1.74
	0.005793743
	5.793742758
	11.58748552
	A2

	1
	1 68-A(5\10\13)
	B
	642.2
	2.13
	1.71
	0.006228589
	6.228589225
	12.45717845
	A2

	1
	1 72-A(5\10\13)
	B
	1022.1
	2.09
	1.69
	0.003913511
	3.913511398
	7.827022796
	A2

	2
	1 46-C(6\14\13)
	A
	792.7
	2.1
	1.53
	0.005046045
	5.046045162
	10.09209032
	C1

	2
	1 50-C(6\14\13)
	A
	742.6
	2.15
	1.54
	0.00538648
	5.386479935
	10.77295987
	C1

	2
	1 55-C(6\14\13)
	A
	763.1
	2.06
	1.64
	0.005241777
	5.241776962
	10.48355392
	C1

	2
	1 58-C(6\14\13)
	A
	813.8
	2.13
	1.69
	0.004915213
	4.915212583
	9.830425166
	C1

	2
	1 71-C(6\14\13)
	A
	637.3
	2.11
	1.7
	0.006276479
	6.276478895
	12.55295779
	C1

	2
	1 73-C(6\14\13)
	A
	885.6
	2.14
	1.84
	0.004516712
	4.516711834
	9.033423668
	C1

	2
	1 47-C(6\14\13)
	B
	470.8
	2.07
	1.82
	0.008496177
	8.49617672
	16.99235344
	C2

	2
	1 54-C(6\14\13)
	B
	860.2
	2.13
	1.57
	0.004650081
	4.650081376
	9.300162753
	C2

	2
	1 56-C(6\14\13)
	B
	1052.6
	2.09
	1.81
	0.003800114
	3.800114003
	7.600228007
	C2

	2
	1 64-C(6\14\13)
	B
	815.5
	2.16
	1.65
	0.004904966
	4.904966278
	9.809932557
	C2

	2
	1 68-C(6\14\13)
	B
	787.9
	2.11
	1.66
	0.005076786
	5.076786394
	10.15357279
	C2

	2
	1 72-C(6\14\13)
	B
	858.4
	2.11
	1.9
	0.004659832
	4.659832246
	9.319664492
	C2

	3
	1 46-B(5\28\13)
	A
	677.3
	2.02
	1.4
	0.005905802
	5.905802451
	11.8116049
	B1

	3
	1 50-B(5\28\13)
	A
	864.4
	2.15
	1.48
	0.004627487
	4.627487274
	9.254974549
	B1

	3
	1 55- B(5\28\13)
	A
	910.7
	2.11
	1.47
	0.004392226
	4.39222576
	8.784451521
	B1

	3
	1 58- B(5\28\13)
	A
	815.5
	2.18
	1.57
	0.004904966
	4.904966278
	9.809932557
	B1

	3
	1 71- B(5\28\13)
	A
	673.1
	2.1
	1.55
	0.005942653
	5.942653395
	11.88530679
	B1

	3
	1 73- B(5\28\13)
	A
	765.4
	2.18
	1.68
	0.005226026
	5.226025608
	10.45205122
	B1

	3
	1 47- B(5\28\13)
	B
	782.3
	2.08
	1.56
	0.005113128
	5.113127956
	10.22625591
	B2

	3
	1 54- B(5\28\13)
	B
	922.8
	2.07
	1.67
	0.004334634
	4.334633723
	8.669267447
	B2

	3
	1 56- B(5\28\13)
	B
	1365.9
	2.12
	1.52
	0.002928472
	2.92847207
	5.856944139
	B2

	3
	1 64- B(5\28\13)
	B
	894
	2.08
	1.48
	0.004474273
	4.474272931
	8.948545861
	B2

	3
	1 68- B(5\28\13)
	B
	861.1
	2.06
	1.45
	0.004645221
	4.645221229
	9.290442457
	B2

	3
	1 72- B(5\28\13)
	B
	835.4
	2.17
	1.56
	0.004788125
	4.788125449
	9.576250898
	B2

	4
	1 46- 1 B(7/1/13)
	A
	1145
	2.14
	1.46
	0.00349345
	3.493449782
	6.986899563
	D1

	4
	1 50- 1 B(7/1/13)
	A
	870.7
	2.2
	1.66
	0.004594005
	4.594004824
	9.188009647
	D1

	4
	1 58- 1 B(7/1/13)
	A
	778.8
	2.16
	1.6
	0.005136107
	5.136106831
	10.27221366
	D1

	4
	1 71- 1 B(7/1/13)
	A
	719.8
	2.08
	1.57
	0.005557099
	5.557099194
	11.11419839
	D1

	4
	1 73- 1 B(7/1/13)
	A
	785.5
	2.17
	1.77
	0.005092298
	5.092297899
	10.1845958
	D1

	4
	2 55- BB(7/1/13)
	A
	850.3
	2.15
	1.69
	0.004704222
	4.704222039
	9.408444079
	D1

	4
	1 47- 1 B(7/1/13)
	B
	636.8
	2.01
	1.51
	0.006281407
	6.281407035
	12.56281407
	D2

	4
	1 54- 1 B(7/1/13)
	B
	757.5
	2.15
	1.74
	0.005280528
	5.280528053
	10.56105611
	D2

	4
	1 56- 1 B(7/1/13)
	B
	822.3
	2.13
	1.7
	0.004864405
	4.864404718
	9.728809437
	D2

	4
	1 64- 1 B(7/1/13)
	B
	795.4
	2.16
	1.79
	0.005028916
	5.028916269
	10.05783254
	D2

	4
	1 68- 1 B(7/1/13)
	B
	784.8
	2.1
	1.82
	0.00509684
	5.096839959
	10.19367992
	D2

	4
	1 72- 1 B(7/1/13)
	B
	911.1
	2.16
	1.63
	0.004390297
	4.390297443
	8.780594885
	D2









Hisat2 alignment

A1
47215090 reads; of these:
  47215090 (100.00%) were paired; of these:
	6548275 (13.87%) aligned concordantly 0 times
	13311451 (28.19%) aligned concordantly exactly 1 time
	27355364 (57.94%) aligned concordantly >1 times
	----
	6548275 pairs aligned concordantly 0 times; of these:
  	21149 (0.32%) aligned discordantly 1 time
	----
	6527126 pairs aligned 0 times concordantly or discordantly; of these:
  	13054252 mates make up the pairs; of these:
    	12197924 (93.44%) aligned 0 times
    	467929 (3.58%) aligned exactly 1 time
    	388399 (2.98%) aligned >1 times
87.08% overall alignment rate


A2
35966651 reads; of these:
  35966651 (100.00%) were paired; of these:
	2022894 (5.62%) aligned concordantly 0 times
	11338073 (31.52%) aligned concordantly exactly 1 time
	22605684 (62.85%) aligned concordantly >1 times
	----
	2022894 pairs aligned concordantly 0 times; of these:
  	18860 (0.93%) aligned discordantly 1 time
	----
	2004034 pairs aligned 0 times concordantly or discordantly; of these:
  	4008068 mates make up the pairs; of these:
    	3305556 (82.47%) aligned 0 times
    	381700 (9.52%) aligned exactly 1 time
    	320812 (8.00%) aligned >1 times
95.40% overall alignment rate


B1
42736336 reads; of these:
  42736336 (100.00%) were paired; of these:
	5064575 (11.85%) aligned concordantly 0 times
	10930622 (25.58%) aligned concordantly exactly 1 time
	26741139 (62.57%) aligned concordantly >1 times
	----
	5064575 pairs aligned concordantly 0 times; of these:
  	15042 (0.30%) aligned discordantly 1 time
	----
	5049533 pairs aligned 0 times concordantly or discordantly; of these:
  	10099066 mates make up the pairs; of these:
    	9238924 (91.48%) aligned 0 times
    	411914 (4.08%) aligned exactly 1 time
    	448228 (4.44%) aligned >1 times
89.19% overall alignment rate


B2
37277868 reads; of these:
  37277868 (100.00%) were paired; of these:
	1442125 (3.87%) aligned concordantly 0 times
	10617184 (28.48%) aligned concordantly exactly 1 time
	25218559 (67.65%) aligned concordantly >1 times
	----
	1442125 pairs aligned concordantly 0 times; of these:
  	14442 (1.00%) aligned discordantly 1 time
	----
	1427683 pairs aligned 0 times concordantly or discordantly; of these:
  	2855366 mates make up the pairs; of these:
    	2192615 (76.79%) aligned 0 times
    	333632 (11.68%) aligned exactly 1 time
    	329119 (11.53%) aligned >1 times
97.06% overall alignment rate


C1
44315354 reads; of these:
  44315354 (100.00%) were paired; of these:
	4454933 (10.05%) aligned concordantly 0 times
	12436668 (28.06%) aligned concordantly exactly 1 time
	27423753 (61.88%) aligned concordantly >1 times
	----
	4454933 pairs aligned concordantly 0 times; of these:
  	20349 (0.46%) aligned discordantly 1 time
	----
	4434584 pairs aligned 0 times concordantly or discordantly; of these:
  	8869168 mates make up the pairs; of these:
    	7890884 (88.97%) aligned 0 times
    	513359 (5.79%) aligned exactly 1 time
    	464925 (5.24%) aligned >1 times
91.10% overall alignment rate


C2
49464063 reads; of these:
  49464063 (100.00%) were paired; of these:
	1521004 (3.07%) aligned concordantly 0 times
	14576290 (29.47%) aligned concordantly exactly 1 time
	33366769 (67.46%) aligned concordantly >1 times
	----
	1521004 pairs aligned concordantly 0 times; of these:
  	21526 (1.42%) aligned discordantly 1 time
	----
	1499478 pairs aligned 0 times concordantly or discordantly; of these:
  	2998956 mates make up the pairs; of these:
    	2070242 (69.03%) aligned 0 times
    	503518 (16.79%) aligned exactly 1 time
    	425196 (14.18%) aligned >1 times
97.91% overall alignment rate


D1
39864039 reads; of these:
  39864039 (100.00%) were paired; of these:
	4006226 (10.05%) aligned concordantly 0 times
	10918354 (27.39%) aligned concordantly exactly 1 time
	24939459 (62.56%) aligned concordantly >1 times
	----
	4006226 pairs aligned concordantly 0 times; of these:
  	15639 (0.39%) aligned discordantly 1 time
	----
	3990587 pairs aligned 0 times concordantly or discordantly; of these:
  	7981174 mates make up the pairs; of these:
    	7185073 (90.03%) aligned 0 times
    	391260 (4.90%) aligned exactly 1 time
    	404841 (5.07%) aligned >1 times
90.99% overall alignment rate


D2
41383816 reads; of these:
  41383816 (100.00%) were paired; of these:
	5069227 (12.25%) aligned concordantly 0 times
	11214451 (27.10%) aligned concordantly exactly 1 time
	25100138 (60.65%) aligned concordantly >1 times
	----
	5069227 pairs aligned concordantly 0 times; of these:
  	17112 (0.34%) aligned discordantly 1 time
	----
	5052115 pairs aligned 0 times concordantly or discordantly; of these:
  	10104230 mates make up the pairs; of these:
    	9425925 (93.29%) aligned 0 times
    	380191 (3.76%) aligned exactly 1 time
    	298114 (2.95%) aligned >1 times
88.61% overall alignment rate
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Before rlog transformation of all the count data in DESeq2.
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After rlog transformation of all count data in DESeq2.
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