Supplement S2. Rare Variants Potentially Pathogenic for Severe Myocardial Bridging

Chr Position Ref Alt Gene Type rs number ClinVar CADD REVEL TWB AF
1 236749160 C T ACTN2 ns SNV 1s573836993 CIP 14.08  0.097 N/A

1 240493438 G A GREM?2 ns SNV 1373941682 Pathogenic 229 0.031 0.002
1 160041491 G A KCNI10 ns SNV 1137853074 CIP 23.6 0522  0.0035
1 77926863 C T NEXN ns SNV 1s146245480 CIP 320211  0.0075
1 26913775 AGGTGCGATG - NROB2 frameshift deletion 540387719 Likely pathogenic N/A N/A N/A

1 156868588 C T NTRK1 ns SNV 5202030811 CIP 33 0.089  0.0045
1 226882007 G A PSEN2 ns SNV 15200636353 CIP 1856  0.331  0.0055
1 237614742 G A RYR2 ns SNV 15761770946 CIP 1076 0.181 0.005
1 202963091 C A CYB5R1  ns SNV 1s368686887 N/A 35 0.86  0.0015
1 54190767 C T CYBSRL  ns SNV 1191854671 N/A 320762  0.0015
1 20652503 G A DDOST ns SNV 1530990753 N/A 33 0.837 0.001
1 8863299 T A ENO1 ns SNV N/A N/A 34 0.806 N/A

1 108929794 C T GPSM2 ns SNV 1189033496 U/S 35 0.842 0.003
1 161120221 G C NIT1 ns SNV 1s201971149 N/A 26.1  0.818 0.002
1 233200177 T C PCNX2 ns SNV 1s775218559 N/A 29.1  0.775 N/A

1 226888902 G T PSEN2 ns SNV 1574125890 U/S 254 0.945 0.006
1 26066382 A G TRIM63 ns SNV 1s758754060 N/A 32 0.894 N/A

2 237388032 C T COL6A3  ns SNV 1s115729513 CIP 202 0.178  0.0035
2 178548927 T C TTN ns SNV 1rs186234393 CIP 1378 0.496  0.0035
2 178561041 C T TTN ns SNV 1376283153 CIP 18.93 0.14 N/A

2 178565578 G A TTN ns SNV rs185887755 CIP 20.8  0.533  0.0065
2 08121411 G T VWA3B stopgain 1139296152 CIP 25.4 N/A 0.0055
2 31381723 C T XDH ns SNV 1s192453952 CIP 1323 0.025  0.0075
2 168944720 C T ABCBI1  ns SNV 1376255350 U/S 35 0.907 N/A

2 131043572 T A ARHGEF4 ns SNV 15750383856 N/A 289  0.838  0.0005
2 169493760 T C BBS5 ns SNV 1rs758508869 U/S 31  0.757 N/A

2 115689911 G A DPP10 ns SNV 5200502140 N/A 31 0785  0.0015
2 219238272 C T GLBIL ns SNV 1s191524819 N/A 35 0.852  0.0005
2 127574021 A C MYO7B ns SNV 1559170047 N/A 26,7 0.763  0.0015
2 26463969 C G OTOF ns SNV 1s199766465 N/A 32 0.85 0.007
2 165994164 C T SCNI1A ns SNV rs121918808 Likely benign 32 0817  0.0025
2 166041286 A G SCNIA ns SNV 1s773695263 CIP 259  0.884 N/A

2 85302590 T C TCF7L1 ns SNV N/A N/A 27.1  0.871 N/A
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X 32310266 C T DMD ns SNV 1148135406 CIP 1797 0.147  0.0005
X 32441307 C G DMD ns SNV 15200213555 CIP 25.8 0312 0.003
X 32644145 C T DMD ns SNV 1s189143447 CIP 274 0294  0.0035
X 153725702 T A ABCDI1 ns SNV 1s782720024 Benign 25.8  0.915 0.002

Chr: chromosome; Ref: reference; Alt: alternative; ns SNV: non-synonymous single-nucleotide variant; CIP: Conflicting interpretations_of pathogenicity.
N/A: not applicable; U/S: Uncertain_significance; TWB AF: Allele frequency in Taiwan Biobank.



