
Table S3A: Alignment of MUC4-6 primers using the sample as CCD841, SW480, and SW620 cell lines. Sanger sequencing 
results were aligned using SnapGene software and NCBI Blast alignment. The confidence scores 80 and 100%.  

Gene Name Cell Line Amplicon size bp alignment Gaps

MUC4-6 
Forward CCD841 180bp

MUC4-6 
Forward CCD841 320bp

MUC4-6 
Forward SW480 180bp

MUC4-6 
Forward SW480 320bp

MUC4-6 
Forward SW620 180bp

MUC4-6 
Reverse SW620 180bp

MUC4-6 
Forward SW620 320bp

MUC4-6 
Reverse SW620 320bp



Table S3B: Alignment of MUC4-1 primers using the sample as CCD841, SW480, and SW620 cell lines. Sanger sequencing 
results were aligned using SnapGene software and NCBI Blast alignment. The confidence scores 91 and 100%. 

Gene Name Cell Line Amplicon size bp alignment Gaps

MUC4-1 
Forward CCD841 282bp

MUC4-1 
Forward CCD841 240bp

MUC4-1 
Reverse CCD841 240bp

MUC4-1 
Forward SW480 240bp

MUC4-1 
Forward SW480 282bp

MUC4-1 
Reverse SW620 282bp

MUC4-1 
Reverse SW620 282bp

MUC4-1 
Reverse SW620 240bp




