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Table S2: Epidemiological Data on Global Population.

INCIDENCE PREVALENCE MORTALITY
AMR
Califérnia (USA) 1.33 9.21 0.38
Puerto Rico 1.45 9.73 0.44
Colombia 3.39 15.36 1.83
Peru 2.23 8.15 1.42
EAS
China 3.7 26.62 0.91
Vietnam 1.45 5.33 0.9
Japan 3.69 30.55 0.32

SAS



Texas (USA) 0.94 5.51 0.37

Pakistan 1.8 5.13 1.2
Bangladesh 0.89 2.56 0.64
EUR
Utah (USA) 0.96 6.17 0.33
Italy 6.8 56.59 0.54
Finland 4.58 37.92 0.4
Scotland 4.03 33.34 0.35
Spain 6.5 54.19 0.48
England 4.19 34.98 0.3
AFR
Nigeria 0.56 1.6 0.37
Kenya 0.62 1.83 0.45
Gambia 0.45 1.32 0.33
Sierra Leone 1.18 3.4 0.85
Barbados 0.86 3.56 0.5

Data acquires from Global Burden of Disease. Abbreviations: African (AFR), American Mixed
(AMR), Asian (EAS), European (EUR), and South Asian (SAS).



