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[bookmark: _GoBack]Figure S9: Aberrant microRNA expression profile in mothers with the presence of trombophilic gene mutations. Irrespective of the course of previous pregnancies (normal and complicated pregnancies altogether), at 10.0% FPR a substantial proportion of mothers showed up-regulation of miR-1-3p, miR-16-5p, miR-20b-5p, miR-24-3p, miR-26a-5p, miR-103a-3p, miR-125b-5p, miR-130b-3p, miR-143-3p, miR-146a-5p, miR-199a-5p, miR-221-3p, and miR-342-3p.
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