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Abstract: Background: Vascular endothelial growth factor (VEGF) plays an important role in tumor
progression in ovarian cancer, but the complex mechanism and interaction with oxidative stress are
not fully understood. Methods: A prospective study included 52 patients with ovarian adenocarci-
noma stage IIIA-IV. Serum VEGF and reactive oxygen species (ROS) such as malondialdehyde and
ceruloplasmin were measured. Results: VEGF levels were elevated (mean 1014.7 ± 165 pg/mL),
especially in patients with macroscopic residual disease (1058 vs. 810 pg/mL, p = 0.0001). Median
progression-free survival (PFS) and overall survival (OS) were 6 and 40 months in patients with a very
high VEGF (over 1200 pg/mL), 11 and 48 months in patients with VEGF between 1000–1200 pg/mL,
18 and 84 months in patients with VEGF between 800–1000 pg/mL, and not reached in patients
with normal VEGF. Increased VEGF values were associated with a 2.6-fold increased risk of disease
progression (HR = 2.60, 95% CI 1.69–3.99), and a 1.4-fold increased risk of death (HR = 1.4, 95% CI
1.15–1.91, p = 0.002). Receiver operator characteristic (ROC) curves were used to validate VEGF as a
prognostic factor and the area under the curve (AUC) was 0.814, p = 0.036 for PFS and 0.729, p = 0.043,
for OS. There was a positive correlation between VEGF and malondialdehyde, Pearson coefficient
of 0.35, p = 0.0001. Conclusions: VEGF and malondialdehyde are important prognostic markers in
ovarian cancer, especially in macroscopic residual disease, and there is a positive correlation between
angiogenesis and oxidative stress.

Keywords: vascular endothelial growth factor; malondialdehyde; ovarian adenocarcinoma

1. Introduction

Angiogenesis, the formation of new blood vessels from pre-existing ones, plays an
important role in tumor growth, proliferation, and metastasis, and is one of the most
important hallmarks of cancer [1–3].

Under normal conditions, angiogenesis is triggered by hypoxia and ischemia. Under
the conditions of tumor angiogenesis, the process of new vessel formation is augmented by
the preponderance of pro-angiogenic factors such as vascular endothelial growth factor
(VEGF), placental growth factor (PlGF), and fibroblast growth factor (FGF), compared
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to anti-angiogenic factors such thrombospondin, angiostatin, endostatin, canstatin, and
tumstatin [4].

VEGF-A is the most important pro-angiogenic factor and the one with the most clinical
validity. Binding VEGF-A to VEGFR-1 and 2 which are overexpressed by endothelial cells
leads to a cascade of activating signaling pathways. First, the dimerization of the receptor
happens, followed by activation of the PLCγ–PKC–Raf kinase–MEK–MAPK pathway
favoring DNA synthesis and cell growth, whereas activation of the phosphatidylinositol
3′–kinase (PI3K)–Akt pathway leads to increased endothelial-cell survival [5]. The effect is
the upregulation of genes involved in the proliferation and migration of endothelial cells
and promoting their survival and increasing vascular permeability. The angiogenic cascade
enables a growing tumor to meet its increasing metabolic demands, but may also facilitate
metastatic dissemination [6].

The hypoxic tumor micro-environment activates the angiogenic cascade, favoring
the formation of new vessels in the tumor [4]. Hypoxia-inducible factors (HIF1α and 2α)
mediate the transcription of VEGF messenger RNA and stimulate the down-regulation of
several anti-angiogenic factors such as thrombospondin-1 and angiostatin [7].

Ovarian cancer cells express high levels of VEGF, mainly induced by hypoxia, suggest-
ing that the same pathways are involved in tumor angiogenesis [8]. VEGFR-2 and platelet-
derived growth factor receptors are involved in platinum resistance [9], and some studies
found that post-operative elevated levels of VEGF correlate with poor outcomes [10].

A vast majority of oncogenes (such as Ras, Myc, C-Jun, and EGFR) and tumor sup-
pressor genes (p53) are involved in the upregulation of vascular endothelial growth factor
(VEGF), and in the downregulation of thrombospondin 1 (TSP-1) which inhibits angiogene-
sis [11].

ROS are produced in every cell as a result of oxygen consumption and cellular
metabolism, due to partial reduction of oxygen [12,13]. Excessive production of ROS
has been reported in different types of cancer, as well as in atherosclerosis, neurodegener-
ative diseases, and endometriosis, but the definitive role of ROS in ovarian cancer is still
unknown [14–16].

It also has been shown that reactive oxygen species (ROS) have a direct effect on
the stabilization of the hypoxia-inducible factor (HIF-1a), and antioxidants decrease the
activation and accumulation of HIF-1a [17].

ROS act as signaling molecules, favoring tumor growth, metastasis, resistance to
apoptosis, and angiogenesis [13]. On the other hand, ROS have an antitumorigenic ef-
fect, inducing oxidative stress-mediated tumor cell death. Oxidative stress is usually
defined as an imbalance between the production of ROS and antioxidants and the ensuing
pathophysiological consequences of increased, unspecified ROS [18,19].

This study aimed to measure VEGF and oxidative stress parameters, to determine
if the presence of the tumor increases the production of VEGF, to validate VEGF as a
prognostic factor, and to determine if there is a correlation between angiogenesis and ROS
in patients with epithelial ovarian cancer.

2. Materials and Methods
2.1. Patients

We conducted a prospective study that included 52 patients diagnosed with stage
III-IV epithelial ovarian carcinoma between January 2014 and January 2020.

The inclusion criteria were as follows: women at least 18 years of age, diagnosed
with stage III-IV ovarian carcinoma who underwent multimodality treatment consisting
of surgery with radical intent (total hysterectomy and bilateral oophorectomy) or biopsy,
and chemotherapy with a platinum salt doublet (Paclitaxel 175 mg/m2 and Carboplatin
AUC 5–6 every 3 weeks) [20,21]. Other criteria were ECOG performance status 0, 1,
or 2, adequate blood count values (hemoglobin ≥ 9 g/dL, neutrophils ≥ 1500/mm3,
platelets ≥ 100,000/mm3), and adequate values of biochemical parameters (creatinine
clearance ≥ 50 mL/min, total bilirubin ≤ 3 mg/dL), willing to undergo chemotherapy. All
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patients signed the informed consent form approved by our institution for participating in
this study.

Initial evaluation included complete blood count, evaluation of liver and renal function,
CA125, CT or MRI of abdomen and pelvis.

Chemotherapy in the first line of treatment consisted of platinum-salt doublets. Beva-
cizumab and Olaparib were excluded, either due to them not being reimbursed according
to local policy as part of the first-line treatment at the time of patients’ enrolment, or had
contraindications to anti-VEGF treatment [22].

2.2. VEGF Assessment

Blood samples (5 mL) were obtained at the beginning of each chemotherapy cycle
(for a total of 4 samples). Serum samples were obtained by venous puncture from pe-
ripheral venous blood and stored at −80 ◦C until analysis. The serum was isolated by
centrifugation and the following determinations were performed: VEGF, lipid peroxidation,
ceruloplasmin, thiols, and total antioxidants. VEGF levels were determined using a human
VEGF enzyme-linked immunosorbent assay (ELISA; Sigma Aldrich kit from Merck, Wien,
Austria) following the manufacturer’s instructions. All analyses were run in duplicate. The
threshold level of normal serum VEGF was less than 800 pg/mL.

2.3. Malondialdehyde and Ceruloplasmin Assessment

Lipid peroxidation was assessed by measuring serum malondialdehyde (MDA) con-
centration. The Carbonneau spectrophotometric method was used, and this method is
based on the production of a colored adduct (MDA-TBA2) with maximum absorption at
532 nm. Normal levels were between 0–4 µmol/100 mL serum [23,24].

Ceruloplasmin (CP) is an acute-phase copper-binding protein, mainly synthesized by
the hepatocytes, which is a pro-inflammatory molecule elevated in infections, pregnancy,
and trauma. As a multifunctional enzyme, ceruloplasmin exhibits amino-oxidase activity,
superoxide dismutase, and ferro-oxidase activity. The oxidative activity of ceruloplasmin
was determined using the Ravin spectrophotometric method based on the reaction between
p-phenylenediamine and ceruloplasmin, and the color intensity developed at 540 nm was
directly proportional to the concentration of ceruloplasmin. Normal values were between
80 and 120 I.U. [25].

2.4. Statistical Analysis

The statistical analysis was conducted using SPSS, version 23.0 for Windows, and all
eligible patients were included. The oncologic outcome was calculated using the Kaplan–
Meier method to determine PFS, defined as the time from cancer diagnosis to the disease
progression on imaging or death from any cause, and median overall survival (OS) defined
as the time from diagnosis to death of any cause. The univariate analysis using the log-
rank test was used for analyzing the influence of different factors regarding the oncologic
outcome, and a multivariate analysis was used according to the stepwise Cox proportional
hazards model to identify independent prognostic factors and estimate their effect on the
time to disease progression and overall survival. The p value was considered statistically
significant if it was <0.05. Receiver operating characteristics (ROC) curves were used
to measure the model’s efficacy, determine a prognostic cut-off value, and estimate the
sensibility and specificity of the method. An area under the curve (AUC) closer to 1 is
considered an efficient model and AUC values >0.6 validate the model.

The study was approved by the Local Ethical Committee of the Institute of Oncology
(24644/2022). No specific informed consent form (ICF) was used because all patients signed
the institutional ICF giving consent to medical procedures and full use of their medical
records for research purposes. The study was conducted in harmonization with the World
Medical Association (WMA) Helsinki Declaration of 1975, as revised in 2008.
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3. Results
3.1. Oncologic Outcome

Fifty-two patients with confirmed ovarian adenocarcinoma were included in the study.
The mean age at diagnostic was 52.4 ± 8.1 years (range 42–79). The stage distribution
showed stage III with microscopic or macroscopic peritoneal metastasis in 67.3% and stage
IV in 32.7% of the patients.

Median follow-up was 37 months, with a minimum of 9 months and a maximum of
121 months from the initial diagnosis. The median PFS for the entire group of patients was
21 months, and the median OS was 55 months.

The group was divided into two subgroups: subgroup A included 18 patients with
stage III disease, where surgery was performed with curative intention and the postopera-
tive evaluation no longer detected macroscopic residual disease; and subgroup B, which
included 34 patients with stage III disease with macroscopic residual disease detected after
surgery, and patients with stage IV or relapsed ovarian neoplasm.

3.2. VEGF as a Prognostic Factor

To better characterize the tumor in terms of antiangiogenic behavior and to determine
if there is a connection between angiogenic signaling pathways represented by hypoxia
and the oxygen free radicals, we determined the serum values of the vascular endothelial
growth factor (VEGF) and oxidative stress parameters.

The serologic value of VEGF was determined before the first four cycles of chemother-
apy. The mean value of VEGF measurement was 1014.7 ± 165 pg/mL and the median
value was 979 pg/mL with a range between 704–1458 pg/mL. There was no statistical
difference between the four determinations.

VEGF values were statistically different in patients with a residual macroscopic tumor
compared with patients without any residual tumor. Thus, in the group of patients with
residual tumors, the median value was 1070 pg/mL, and in the group of patients without
tumors, their mean value was 897 pg/mL. There was a statistically significant difference
between the two categories of values, p = 0.0001, as shown in Figure 1.
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ciated with a 2.7-fold increased risk of disease progression (HR = 2.79, 95% CI 2.193–3.565, 
p = 0.0001) (Figure 2a). 
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Figure 1. Serum VEGF levels in patients with macroscopic tumors vs. patients with no macroscopic
tumors (p = 0.0001).
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The present study aims to evaluate the prognostic role of VEGF in patients with ovarian
adenocarcinoma. Patients were divided into four categories: patients with VEGF values
below 800 pg/mL, patients with values between 800 pg/mL and 1000 pg/mL, patients
with VEGF between 1000–1200 pg/mL, and patients with VEGF values over 1200 pg/mL.

The median interval until disease progression was 6 months in patients with a very
high VEGF value (over 1200 pg/mL), compared to 11 months in patients with VEGF be-
tween 1000–1200 pg/mL, 32 months in patients with VEGF between 800–1000 pg/mL, and
was not reached in patients with normal VEGF levels. Increased VEGF values were associ-
ated with a 2.7-fold increased risk of disease progression (HR = 2.79, 95% CI 2.193–3.565,
p = 0.0001) (Figure 2a).
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Figure 2. Kaplan–Meier curves estimating disease-free survival (a) and overall survival (b) ac-
cording to VEGF categories (less than 800 pg/mL, 800–1000 pg/mL, 1001–1200 pg/mL, more than
1200 pg/mL) in patients with ovarian cancer.

There was a trend to longer OS in patients with normal VEGF levels compared with
patients with elevated VEGF; OS was not reached for patients with normal VEGF levels,
84 months for patients with VEGF between 800–1000 pg/mL, 48 months for patients
with VEGF between 1000–1200 pg/mL, and 40 months for patients with VEGF more than
1200 pg/mL. Cox proportion hazard analysis showed a statistical increase in the risk of
death in patients with elevated VEGF (HR = 1.4, 95% CI 1.15–1.91, p = 0.002) (Figure 2b).

To estimate the sensitivity and specificity of VEGF as a prognostic factor in ovarian
cancer, we used ROC curve analysis. Thus, the area under the curve of VEGF for the
estimation of the time until the disease progression was 0.814, p = 0.036, 95% CI 0.74–0.88.
The cut-off value of VEGF to predict recurrence with 80% sensitivity and 30% specificity
was 943 pg/mL (Figure 3a,b). Regarding OS, the area under the curve was 0.729, p = 0.043,
95% CI 0.64–0.81, and the cut-off value to predict survival with 80% sensibility and 50%
specificity was 927 pg/mL.

3.3. ROS Measurement and Correlation with VEGF Levels

ROS were measured before each cycle of chemotherapy. The mean value of malondi-
aldehyde in the whole group of 52 patients over four measurements was 7.85 µmol/100 mL
serum ±2.92 (range 2.16 and 16.83 µmol/100 mL) compared with a normal value of less
than 4 µmol/100 mL serum.
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Ceruloplasmin levels were also consistently higher in the group of patients with
ovarian cancer than the normal values, with mean levels of 176.81 ± 73.9 I.U. and a median
of 159 I.U. compared with normal values, which are between 80 and 120 I.U.

Malondialdehyde and ceruloplasmin values were statistically significantly higher in
patients in subgroup B with residual tumor as compared with patients in subgroup A
without residual tumor (p = 0.0001 for malondialdehyde and p = 0.022 for ceruloplasmin,
respectively).

Starting from the experimental models that show a close interrelation between the re-
active oxygen species signaling and angiogenesis, we studied whether there is a correlation
between the values of the oxidative stress parameters and VEGF. There was a linear increase
in VEGF values in positive correlation with lipid peroxidation markers (malondialdehyde)
so that the Pearson correlation coefficient was 0.35 with statistical significance, p = 0.0001
(Figure 4a).
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There is also a positive correlation between the value of ceruloplasmin and VEGF
(Pearson coefficient 0.29 and p = 0.0001) (Figure 4b).

In our series of patients, there was a positive correlation between the malondialdehyde
and ceruloplasmin values (Pearson correlation coefficient 0.38, p = 0.0001).

4. Discussion

Although there are numerous studies regarding VEGF and ROS separately in patients
with various neoplasms, this study aims to evaluate angiogenesis and oxidative stress, the
relationship with clinical and paraclinical prognostic factors, and the relationship between
angiogenesis and oxidative stress in ovarian cancer patients.

The serum VEGF values obtained in our group of patients were much higher than
the normal values. Elevated VEGF values were also associated with a shorter interval in
disease progression and overall survival.

Chen et al. aimed to evaluate the relationship between VEGF and clinical risk factors
in patients with ovarian cancer [26]. In 56 patients with stage I-IV ovarian adenocarcinoma,
serum VEGF was measured preoperatively. The mean serum VEGF was 485.7 pg/mL. Ele-
vated VEGF values were statistically significantly correlated with disease-free progression
(DFS) and OS.

One study tested the influence of VEGF expression and blood micro-vessel density in
the prognosis of 64 patients with ovarian carcinoma and found that VEGF overexpression
was associated with poorer prognosis and statistically significantly lower survival than
those without or with low VEGF expression [8].

A systematic review including studies that have measured serum VEGF in ovarian
cancer has shown that there is a statistically significant association between VEGF level and
FIGO stage, degree of tumor differentiation, size of the tumor, residual disease after surgery,
lymph node invasion and ascites, but also showed that there are numerous conflicting
studies regarding the prognostic value of VEGF [27]. Tempfer [19] and Li [20] showed
that elevated serum VEGF values correlated with less differentiated tumors (G2 and G3
vs. G1) [28,29]. Li showed that serum VEGF values were higher in patients with residual
disease after surgery.

The studies conducted by Chen, Li, and Tempfer showed that elevated serum VEGF
values correlated with lower OS [26,28,29]. These studies are in opposition with Gadducci’s
data which found no statistically significant difference in survival in the group of those
with elevated serum VEGF vs. normal limits VEGF, and Mahner’s study did not find a
statistically significant difference in the interval until disease progression [10,30].

Li’s subgroup analysis showed that there are no statistically significant differences in
the survival of patients with stages I and II regarding serum VEGF values, but the OS for
stages III and IV with elevated serum VEGF values was lower [20]. A more recent analysis
showed that the mean value of serum VEGF-A was inversely proportional to the FIGO
stage [31].

In a meta-analysis published in the Gynecologic Oncology Journal, which included 16
studies and a total of 1111 patients (385 analysis of serum and 638 analysis of ovarian tumor
specimens), elevated VEGF values were associated with a shorter disease progression
interval (HR = 2.46) and lower survival (HR = 1.7) [32].

The most recent meta-analysis included 1145 patients and showed that increased tissue
VEGF expression is associated with decreased survival and lower PFS (for OS, HR = 2.24,
95% CI 1.36–3.70, p = 0.002, and for PFS HR = 1.60, 95% CI 1.11–2.31, p = 0.01) [33].

A study that measured VEGF-A values for 128 patients with ovarian cancer found
that the values for stage I and II were statistically significantly lower than for stage III/IV
(p = 0.0036), and that patients with increased VEGFR-2 values have a better prognosis
than those with low values (HR = 2.01) [34]. Another study found that elevated levels of
VEGF promote tumor growth and facilitate the spread of neoplastic cells in the abdominal
cavity diminishing endothelial cell adhesion (VE-cadherin and Claudin 5), thus increasing
vascular permeability and ascites production [35].
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These discordant results obtained by different studies may have some explanations.
First of all, a lot of studies were retrospective and included a limited number of patients
with different characteristics. It has been shown that in patients with stages I and II or with-
out residual disease after surgery, VEGF does not always have a prognostic value [29,34].
However, in patients with advanced stage and residual disease, serum VEGF correlates
with the extent of the disease. Another factor of discordancy is the sample evaluated. Some
studies evaluate serum VEGF, while others determine VEGF expression using RT-PCR or
immunohistochemistry from the tissue sample. Meta-analysis concludes that for advanced-
stage, serum VEGF is a less heterogenous determination, and is more predictive compared
to immunohistochemical determination of VEGF [32]. The lack of a clear cut-off to deter-
mine low/elevated levels of VEGF and the difference in reporting immunohistochemical
staining for VEGF may be another explanation.

VEGF can simultaneously promote angiogenesis and mediate immunosuppression by
recruiting immunosuppressive cells, inhibiting the dendritic cell maturation, induction the
inhibitory cell expression (PD-L1), and activation of T-reg [36].

In the neoplastic cell, the imbalance between the production of ROS and the elimi-
nation of free radicals leads to a state of oxidative stress and the destruction of essential
components of the cell [37]. Several studies show that the oxidative stress resulting from
this imbalance has a causative role, but it is also a consequence of carcinogenesis, interfering
with all phases of this process, such as initiation, promotion, progression, invasion, and
metastasis [11,38].

ROS activates pro-tumorigenic signaling, by increasing the rate of cell proliferation,
increasing the resistance and survival of neoplastic cells, increasing hypoxia, and promoting
gene instability and damage to genetic material [39]. As a compensatory mechanism, tumor
cells express high levels of antioxidants to detoxify this excess amount of ROS and restore
redox balance, but there is still a pro-tumorigenic status that promotes hypoxia, resistance to
chemotherapy and apoptosis, and ovarian cancer patients have elevated levels of oxidative
stress and low levels of antioxidants [40].

Data about ROS levels (malondialdehyde, carbonyl groups, and total antioxidants) in
patients with ovarian carcinoma is scarce. A study that included patients with different
ovarian masses (35 in total, 11 ovarian stages III and IV serous carcinoma) concluded
that ROS concentration was elevated (96% higher) in the group of patients with ovarian
carcinoma compared to the control arm. Excessive ROS production and elevated malondi-
aldehyde levels exceed the capacity of the antioxidant systems to eliminate them, and might
be a direct causal factor for the initiation and progression of ovarian serum carcinoma [41].

Patients with residual disease after surgery and inoperable stage IV have a poor
prognosis [42]. In our series of patients, there was an increased level of VEGF and ROS,
especially in patients with the macroscopic residual disease [43].

As a homeostatic mechanism against ROS production, an antioxidant enzymatic
system represented by superoxide dismutase, catalase, and glutathione S-transferase must
be activated. Several studies reported that in patients with high-grade ovarian serous
carcinoma this response is dysregulated and low levels of glutathione peroxidase 3 were
recorded in patients with metastatic or relapsed ovarian cancer [44,45].

Under hypoxia, the ROS levels increase mainly due to the component produced at
the mitochondrial level [46]. Studies show that ROS originating in the mitochondria are
necessary and sufficient to activate and stabilize HIF-1α [47]. Under hypoxic conditions,
ROS activates signaling pathways upstream of HIF such as ERK and p38, with MAP-
Kinase increasing HIF transcriptional activity. The incomplete mechanism elucidated so far
assumes that p38α is activated by ROS and contributes to HIF-1α activation by inhibiting
hydroxylation by prolyl hydroxylases and asparaginase [19].

HIF regulation is also achieved by modulating the phosphatidyl-inositol-3-kinase
(PI3K)–Akt pathway. The PI3K–AKT pathway has several downstream effectors such as
FOXO4, glycogen synthetase kinase 3 (GSK3), a human oncoprotein HDM2 (an important
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regulator of the tumor suppressor gene p53), and tuberin (TSC2) an important component
of the mTOR pathway, all influencing HIF-1 activity [19,48–50].

A study showed that there is a direct correlation between VEGF and ROS derived
from NADPH oxidase NOX, validating the role of ROS as pro-angiogenic signaling
molecules [51]. In our study, there was a positive correlation between malondialdehyde
values and VEGF values, showing a direct relation between angiogenesis and oxidative
stress in ovarian cancer patients.

5. Conclusions

In patients with confirmed ovarian cancer, VEGF, malondialdehyde, and ceruloplas-
min had prognostic value, both in terms of progression-free survival and overall survival,
especially in patients with the residual macroscopic disease. There was a strong positive
correlation between VEGF and malondialdehyde and ceruloplasmin. All these biomarkers
may help identify patients with poor prognostic who need treatment escalation.

Author Contributions: Conceptualization, O.G.T., R.A.T., R.M.A. and L.N.G.; methodology, R.M.;
software, O.G.T. and S.A.M.; validation, M.A.P.; formal analysis, O.G.T., R.A.T., L.R.; investigation,
B.C.T.; resources, R.M.A., I.M.G., L.N.G., S.A.M., B.C.T.; data curation L.N.G.; writing—original
draft preparation, O.G.T., R.A.T.; writing—review and editing, L.S. and R.M.; visualization, M.A.P.;
supervision, L.N.G., R.M.A.; project administration, R.M.A. All authors have read and agreed to the
published version of the manuscript.

Funding: This research received no external funding.

Institutional Review Board Statement: The study was conducted in accordance with the Declaration
of Helsinki and approved by the Institutional Review Board (or Ethics Committee) of Prof Dr.
Alexandru Trestioreanu, Bucharest Institute of Oncology (protocol code 24644/2022).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: Not applicable.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Zhang, S.; Yang, J.; Shen, L. Extracellular Vesicle-mediated Regulation of Tumor Angiogenesis—Implications for Anti-angiogenesis

Therapy. J. Cell. Mol. Med. 2021, 25, 2776–2785. [CrossRef]
2. Hanahan, D.; Weinberg, R.A. Hallmarks of Cancer: The next Generation. Cell 2011, 144, 646–674. [CrossRef]
3. Hanahan, D. Hallmarks of Cancer: New Dimensions. Cancer Discov. 2022, 12, 31–46. [CrossRef]
4. Loizzi, V.; Del Vecchio, V.; Gargano, G.; De Liso, M.; Kardashi, A.; Naglieri, E.; Resta, L.; Cicinelli, E.; Cormio, G. Biological

Pathways Involved in Tumor Angiogenesis and Bevacizumab Based Anti-Angiogenic Therapy with Special References to Ovarian
Cancer. Int. J. Mol. Sci. 2017, 18, 1967. [CrossRef]

5. Mao, C.-L.; Seow, K.-M.; Chen, K.-H. The Utilization of Bevacizumab in Patients with Advanced Ovarian Cancer: A Systematic
Review of the Mechanisms and Effects. Int. J. Mol. Sci. 2022, 23, 6911. [CrossRef]

6. Dhani, N.C.; Oza, A.M. Targeting Angiogenesis. Hematol. Oncol. Clin. N. Am. 2018, 32, 1041–1055. [CrossRef]
7. Semenza, G.L. Targeting HIF-1 for Cancer Therapy. Nat. Rev. Cancer 2003, 3, 721–732. [CrossRef]
8. Shen, G.H.; Ghazizadeh, M.; Kawanami, O.; Shimizu, H.; Jin, E.; Araki, T.; Sugisaki, Y. Prognostic Significance of Vascular

Endothelial Growth Factor Expression in Human Ovarian Carcinoma. Br. J. Cancer 2000, 83, 196–203. [CrossRef]
9. Avril, S.; Dincer, Y.; Malinowsky, K.; Wolff, C.; Gündisch, S.; Hapfelmeier, A.; Boxberg, M.; Bronger, H.; Becker, K.-F.; Schmalfeldt,

B. Increased PDGFR-Beta and VEGFR-2 Protein Levels Are Associated with Resistance to Platinum-Based Chemotherapy and
Adverse Outcome of Ovarian Cancer Patients. Oncotarget 2017, 8, 97851–97861. [CrossRef]

10. Mahner, S.; Woelber, L.; Eulenburg, C.; Schwarz, J.; Carney, W.; Jaenicke, F.; Milde, K.; Mueller, V. TIMP-1 and VEGF-165 Serum
Concentration during First-Line Therapy of Ovarian Cancer Patients. BMC Cancer 2010, 13, 139. [CrossRef]

11. Reuter, S.; Gupta, S.C.; Chaturvedi, M.M.; Aggarwal, B.B. Oxidative Stress, Inflammation, and Cancer: How Are They Linked?
Free Radic. Biol. Med. 2010, 49, 1603–1616. [CrossRef] [PubMed]

12. Zorov, D.B.; Juhaszova, M.; Sollott, S.J. Mitochondrial Reactive Oxygen Species (ROS) and ROS-Induced ROS Release. Physiol.
Rev. 2014, 94, 909–950. [CrossRef] [PubMed]

13. Egea, J.; Fabregat, I.; Frapart, Y.M.; Ghezzi, P.; Görlach, A.; Kietzmann, T.; Kubaichuk, K.; Knaus, U.G.; Lopez, M.G.; Olaso-
Gonzalez, G.; et al. European Contribution to the Study of ROS: A Summary of the Findings and Prospects for the Future from
the COST Action BM1203 (EU-ROS). Redox Biol. 2017, 13, 94–162. [CrossRef]

http://doi.org/10.1111/jcmm.16359
http://doi.org/10.1016/j.cell.2011.02.013
http://doi.org/10.1158/2159-8290.CD-21-1059
http://doi.org/10.3390/ijms18091967
http://doi.org/10.3390/ijms23136911
http://doi.org/10.1016/j.hoc.2018.07.008
http://doi.org/10.1038/nrc1187
http://doi.org/10.1054/bjoc.2000.1228
http://doi.org/10.18632/oncotarget.18415
http://doi.org/10.1186/1471-2407-10-139
http://doi.org/10.1016/j.freeradbiomed.2010.09.006
http://www.ncbi.nlm.nih.gov/pubmed/20840865
http://doi.org/10.1152/physrev.00026.2013
http://www.ncbi.nlm.nih.gov/pubmed/24987008
http://doi.org/10.1016/j.redox.2017.05.007


Diagnostics 2023, 13, 166 10 of 11

14. Samimi, M.; Pourhanifeh, M.H.; Mehdizadehkashi, A.; Eftekhar, T.; Asemi, Z. The Role of Inflammation, Oxidative Stress,
Angiogenesis, and Apoptosis in the Pathophysiology of Endometriosis: Basic Science and New Insights Based on Gene Expression.
J. Cell. Physiol. 2019, 234, 19384–19392. [CrossRef] [PubMed]

15. de Sá Junior, P.L.; Câmara, D.A.D.; Porcacchia, A.S.; Fonseca, P.M.M.; Jorge, S.D.; Araldi, R.P.; Ferreira, A.K. The Roles of ROS in
Cancer Heterogeneity and Therapy. Oxid. Med. Cell. Longev. 2017, 2017, 2467940. [CrossRef]

16. Stieg, D.C.; Wang, Y.; Liu, L.-Z.; Jiang, B.-H. ROS and MiRNA Dysregulation in Ovarian Cancer Development, Angiogenesis and
Therapeutic Resistance. Int. J. Mol. Sci. 2022, 23, 6702. [CrossRef]

17. Huang, Y.-J.; Nan, G.-X. Oxidative Stress-Induced Angiogenesis. J. Clin. Neurosci. 2019, 63, 13–16. [CrossRef]
18. Costantini, D. Understanding Diversity in Oxidative Status and Oxidative Stress: The Opportunities and Challenges Ahead.

J. Exp. Biol. 2019, 222, jeb194688. [CrossRef]
19. Galanis, A.; Pappa, A.; Giannakakis, A.; Lanitis, E.; Dangaj, D.; Sandaltzopoulos, R. Reactive Oxygen Species and HIF-1 Signalling

in Cancer. Cancer Lett. 2008, 266, 12–20. [CrossRef]
20. Parmar, M.; E Adams, M.; Balestrino, M.; Bertelsen, K.; Bonazzi, C.; Calvert, H.; Colombo, N.; Delaloye, J.F.; Durando, A.; Guthrie,

D.; et al. Paclitaxel plus Carboplatin versus Standard Chemotherapy with Either Single-Agent Carboplatin or Cyclophosphamide,
Doxorubicin, and Cisplatin in Women with Ovarian Cancer: The ICON3 Randomised Trial. Lancet 2002, 360, 505–515. [CrossRef]

21. Clamp, A.R.; James, E.C.; McNeish, I.A.; Dean, A.; Kim, J.-W.; O’Donnell, D.M.; Hook, J.; Coyle, C.; Blagden, S.; Brenton, J.D.; et al.
Weekly Dose-Dense Chemotherapy in First-Line Epithelial Ovarian, Fallopian Tube, or Primary Peritoneal Carcinoma Treatment
(ICON8): Primary Progression Free Survival Analysis Results from a GCIG Phase 3 Randomised Controlled Trial. Lancet 2019,
394, 2084–2095. [CrossRef] [PubMed]

22. Tewari, K.S.; Burger, R.A.; Enserro, D.; Norquist, B.M.; Swisher, E.M.; Brady, M.F.; Bookman, M.A.; Fleming, G.F.; Huang, H.;
Homesley, H.D.; et al. Final Overall Survival of a Randomized Trial of Bevacizumab for Primary Treatment of Ovarian Cancer.
JCO 2019, 37, 2317–2328. [CrossRef] [PubMed]

23. Carbonneau, M.A.; Peuchant, E.; Sess, D.; Canioni, P.; Clerc, M. Free and Bound Malondialdehyde Measured as Thiobarbituric
Acid Adduct by HPLC in Serum and Plasma. Clin. Chem. 1991, 37, 1423–1429. [CrossRef] [PubMed]

24. Mas-Bargues, C.; Escrivá, C.; Dromant, M.; Borrás, C.; Viña, J. Lipid Peroxidation as Measured by Chromatographic Determination
of Malondialdehyde. Human Plasma Reference Values in Health and Disease. Arch. Biochem. Biophys. 2021, 709, 108941. [CrossRef]

25. Sunderman, F.W.; Nomoto, S. Measurement of Human Serum Ceruloplasmin by Its P-Phenylenediamine Oxidase Activity. Clin.
Chem. 1970, 16, 903–910. [CrossRef]

26. Cheng, D.; Liang, B.; Li, Y. Serum Vascular Endothelial Growth Factor (VEGF-C) as a Diagnostic and Prognostic Marker in
Patients with Ovarian Cancer. PLoS ONE 2013, 8, e55309. [CrossRef]

27. Bandiera, E.; Franceschini, R.; Specchia, C.; Bignotti, E.; Trevisiol, C.; Gion, M.; Pecorelli, S.; Santin, A.D.; Ravaggi, A. Prognostic
Significance of Vascular Endothelial Growth Factor Serum Determination in Women with Ovarian Cancer. ISRN Obstet. Gynecol.
2012, 2012, 245756. [CrossRef]

28. Tempfer, C. Vascular Endothelial Growth Factor Serum Concentrations in Ovarian Cancer. Obstet. Gynecol. 1998, 92, 360–363.
[CrossRef]

29. Li, L.; Wang, L.; Zhang, W.; Tang, B.; Zhang, J.; Song, H.; Yao, D.; Tang, Y.; Chen, X.; Yang, Z.; et al. Correlation of Serum VEGF
Levels with Clinical Stage, Therapy Efficacy, Tumor Metastasis and Patient Survival in Ovarian Cancer. Anticancer Res. 2004, 24,
1973–1979.

30. Gadducci, A.; Ferdeghini, M.; Fanucchi, A.; Annicchiarico, C.; Ciampi, B.; Prontera, C.; Genazzani, A.R. Serum Preoperative
Vascular Endothelial Growth Factor (VEGF) in Epithelial Ovarian Cancer: Relationship with Prognostic Variables and Clinical
Outcome. Anticancer Res. 1999, 19, 1401–1405.

31. Maryam, N.; Ahmed, S.S.; Alam, R.; Hanif, M.U.; Saleem, M.; Gul, R. Role of Serum VEGF-A Biomarker for Early Diagnosis of
Ovarian Cancer Instead of CA. J. Pak. Med. Assoc. 2021, 71, 6.

32. Yu, L.; Deng, L.; Li, J.; Zhang, Y.; Hu, L. The Prognostic Value of Vascular Endothelial Growth Factor in Ovarian Cancer: A
Systematic Review and Meta-Analysis. Gynecol. Oncol. 2013, 128, 391–396. [CrossRef] [PubMed]

33. Guo, B.-Q.; Lu, W.-Q. The Prognostic Significance of High/Positive Expression of Tissue VEGF in Ovarian Cancer. Oncotarget
2018, 9, 30552–30560. [CrossRef] [PubMed]

34. Komatsu, H.; Oishi, T.; Itamochi, H.; Shimada, M.; Sato, S.; Chikumi, J.; Sato, S.; Nonaka, M.; Sawada, M.; Wakahara, M.; et al.
Serum Vascular Endothelial Growth Factor-A as a Prognostic Biomarker for Epithelial Ovarian Cancer. Int. J. Gynecol. Cancer
2017, 27, 1325–1332. [CrossRef]

35. Bekes, I.; Friedl, T.W.P.; Köhler, T.; Möbus, V.; Janni, W.; Wöckel, A.; Wulff, C. Does VEGF Facilitate Local Tumor Growth and
Spread into the Abdominal Cavity by Suppressing Endothelial Cell Adhesion, Thus Increasing Vascular Peritoneal Permeability
Followed by Ascites Production in Ovarian Cancer? Mol. Cancer 2016, 15, 13. [CrossRef]

36. Ribatti, D. Immunosuppressive Effects of Vascular Endothelial Growth Factor (Review). Oncol. Lett. 2022, 24, 369. [CrossRef]
37. Saed, G.M.; Diamond, M.P.; Fletcher, N.M. Updates of the Role of Oxidative Stress in the Pathogenesis of Ovarian Cancer. Gynecol.

Oncol. 2017, 145, 595–602. [CrossRef]
38. Valko, M.; Leibfritz, D.; Moncol, J.; Cronin, M.T.D.; Mazur, M.; Telser, J. Free Radicals and Antioxidants in Normal Physiological

Functions and Human Disease. Int. J. Biochem. Cell Biol. 2007, 39, 44–84. [CrossRef]
39. Moloney, J.N.; Cotter, T.G. ROS Signalling in the Biology of Cancer. Semin. Cell Dev. Biol. 2018, 80, 50–64. [CrossRef]

http://doi.org/10.1002/jcp.28666
http://www.ncbi.nlm.nih.gov/pubmed/31004368
http://doi.org/10.1155/2017/2467940
http://doi.org/10.3390/ijms23126702
http://doi.org/10.1016/j.jocn.2019.02.019
http://doi.org/10.1242/jeb.194688
http://doi.org/10.1016/j.canlet.2008.02.028
http://doi.org/10.1016/S0140-6736(02)09738-6
http://doi.org/10.1016/S0140-6736(19)32259-7
http://www.ncbi.nlm.nih.gov/pubmed/31791688
http://doi.org/10.1200/JCO.19.01009
http://www.ncbi.nlm.nih.gov/pubmed/31216226
http://doi.org/10.1093/clinchem/37.8.1423
http://www.ncbi.nlm.nih.gov/pubmed/1868605
http://doi.org/10.1016/j.abb.2021.108941
http://doi.org/10.1093/clinchem/16.11.903
http://doi.org/10.1371/journal.pone.0055309
http://doi.org/10.5402/2012/245756
http://doi.org/10.1016/S0029-7844(98)00190-2
http://doi.org/10.1016/j.ygyno.2012.11.002
http://www.ncbi.nlm.nih.gov/pubmed/23142075
http://doi.org/10.18632/oncotarget.25702
http://www.ncbi.nlm.nih.gov/pubmed/30093968
http://doi.org/10.1097/IGC.0000000000001027
http://doi.org/10.1186/s12943-016-0497-3
http://doi.org/10.3892/ol.2022.13489
http://doi.org/10.1016/j.ygyno.2017.02.033
http://doi.org/10.1016/j.biocel.2006.07.001
http://doi.org/10.1016/j.semcdb.2017.05.023


Diagnostics 2023, 13, 166 11 of 11

40. Trifanescu, O.; Gruia, M.I.; Gales, L.; Trifanescu, R.; Pascu, A.M.; Poroch, V.; Toma, S.; Poiana, C.; Anghel, R. Malondialdehyde as
a Prognostic Marker in Patients with Ovarian Adenocarcinoma. Rev. Chim. 2019, 70, 2561–2565. [CrossRef]

41. Cohen, S.; Mehrabi, S.; Yao, X.; Millingen, S.; Aikhionbare, F.O. Reactive Oxygen Species and Serous Epithelial Ovarian
Adenocarcinoma. Cancer Res. J. 2016, 4, 106–114. [CrossRef] [PubMed]

42. Lim, H.; In Shim, J.; Park, S.J.; Noh, J.; Kim, T.M.; Lee, M.; Choi, C.H.; Chung, H.H.; Kim, T.-J.; Lee, J.-W.; et al. Impact of
No Residual Disease on Postoperative Computed Tomography on Survival in Patients with Optimally Debulked Advanced
High-Grade Serous Ovarian Cancer during Upfront Surgery. Gynecol. Oncol. 2022, 165, 493–499. [CrossRef] [PubMed]

43. Trifanescu, O.; Gales, L.; Trifanescu, R.; Anghel, R. Clinical prognostic factors in pre- and post-menopausal women with ovarian
carcinoma. Acta Endocrinol. 2018, 14, 353–359. [CrossRef]

44. Sutkowy, P.; Czuczejko, J.; Małkowski, B.; Szewczyk-Golec, K.; Łopatto, R.; Maruszak, M.; Woźniak, A. Redox State and Lysosomal
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