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ACGCGGGGGCCGCGAAGGTAACAACGGTGGAGATGATGGACCCCAAGCAGAGCCAGGTACTCATCCTTAGGCGGATGCAGAAGCTGGAGACCTGGCTGAAAACAACCAATACAAAGCTGA
MMDPKQSQVLILRRMKTLETWLZEKTTNTKL

CTCAAGTTAACGGCCAGAGGAAGTATGGAGGACCACCTAAAGTGTGGATGGGGTCCATTCCAGGAAACAACTGTGAGGTCTTCATCTCCCAAATCCCACTGGATGCCTACGAGGATCTGT
RRM

T Q V.N.. GQRKYGGPPIKVWMSGSTIPOGNNCEVEFTITSAQQIZPLDAYZETDIL

TGATCCCCCTGTTCAGCTTGGCGGGGCCACTCTGGGAGTTCAGGCTCATGATGAATTTCAGTGGCCAGAACCGCGGTTTCGCCTATGCCAAATACGGATCTCCAGCCATAGCTAACGCCG
LI pLFSLAGPLWEFRLMMNEFESGQNRSGFAYAKYGSPATANA

CCATCCGCCTGCTGCATGGTCACATGGTGGAGCCTGGCTGTTACCTCGTCGTCCGCCACAGCATCGAGAAGAAACAGCTCTGTATCAAAGACCTGCCTGGCAAAACCAAGCAAGAGGACC

AT RLLHGHMYVEZPGCYLVVRHNESTIETZ KI KA QLT CTIZ KT DTLTZPS GIEKTTI KTU QED

TGCTGAAGGTGCTGCGGGCACTGACGCATGGGGTGGAGCGAGTGTCTCTGAGACGTGAGTCCGGTATACCGGGGGTGTCTGCTGTAGTGGTCTTCTTAACCCACTACTCTGCTTCTATGG
LLKXKVLRALTHGVERVSLRRESGIPOGVSAVVVFLTHYS SH ASM

CCAAGAAGGTGCTGGTGGAAGCATTCAAGAAGCAGTTTGACTTGGACATCATCGTTCAGTGGGAGTCAACAATAAAGCCGAACCCTGACAAACCACATCGCACCGTCAACTTTCCACAGC

AAK KVLVEAFKIKQFDILDTITVQWESTTIKPNPDIKPHZRTVNTEFTPAQ

CTTGTGTCCAGCGTCCTCGTGTGGCCTGCCCTCCACCCCCCGGTTTCTGCAGAGCAGTGGGAGGACCCACTTCCCCCAAGCACCCTCTCCCTTCACGCTCCATGAATTCCTCTTCCCGCC
pCVQRPRVYACPPPPGFCRAVGGPTSPIKHPLPSRSMNSSSR
AGAGGCACCCAGTGGCCACAGCATGTTCAGCGTCCCCTGTGACGCTCCTGCAAAAGATGTGCAAGGCGGCCGGGGTTGGCGAGCCCGTCTATGAGATTCACTACAGCCACACCGAGTCTA
Q RHPVATACSASPVTLLQKMCKAAGV GEPVYETLIHYSHTES

ATGGATTCCTCTATTTTACCTACCAGGE%%E;ATCTCAGGGATAAGCCATGCCTTCAAAGGGGGCGTTATGACCTTGCCAGGACCTACTGCAGCCGCCACGCTGGAGGAA%%%{%SCAGG

NGFLYFTYQVCISGISHAFKG GGVMTTLZ®PGPTAAATILETEAWA

CTTCAGCCCAGCAGGTCGTGCTGAGGGTGAGGAACAGTCGGTTCACCAACTGACTTGGGTTCAGAGGATATGCATTTCACCTGCTTTTACAGCACTGTTCCAGGATCTGTTTATTTTGTT
AASAQQVVLRVRNSRFEFTN %
CATGATATAAAAAACGTTTGGTTTTK%GTGGTTTGTTTTTTGCATGCTTTTATTAGTACTAGATTGGTTTGTGTTGTTTGTTCAGATTGTTTTTATTGTGTGTTACTGTTGGATCGCTTC
CTCATTTTAATTAAATGAGATTT

Figure S1. Nucleotide and deduced amino acid sequence of Cldnd. Start and stop codon signal were shown
in bold. Underlined parts were amino acid sequences used for degenerate primers, specific sequences for PCR
amplification of the full-length cDNA (arrows depicting directions) and the coding sequence that was cloned
in pPGEMT-Easy for RNA probe preparation.
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Figure S2. gfp-dnd 3' UTR reporter. Putative base pairing of Dre-miR-430b with the C. lucidus dnd 3' UTR.
The conservative sequence of miR-430 is red.



