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Abstract: (1) Background: Cardiovascular complications are a leading cause of morbidity and
mortality in diabetic patients. The effects of obesity and diabesity on the function and structure of
ventricular myocytes in the Zucker fatty (ZF) rat and the Zucker diabetic fatty (ZDF) rat compared
to Zucker lean (ZL) control rats have been investigated. (2) Methods: Shortening and intracellular
Ca2+ were simultaneously measured with cell imaging and fluorescence photometry, respectively.
Ventricular muscle protein expression and structure were investigated with Western blot and electron
microscopy, respectively. (3) Results: The amplitude of shortening was increased in ZF compared
to ZL but not compared to ZDF myocytes. Resting Ca2+ was increased in ZDF compared to ZL
myocytes. Time to half decay of the Ca2+ transient was prolonged in ZDF compared to ZL and was
reduced in ZF compared to ZL myocytes. Changes in expression of proteins associated with cardiac
muscle contraction are presented. Structurally, there were reductions in sarcomere length in ZDF and
ZF compared to ZL and reductions in mitochondria count in ZF compared to ZDF and ZL myocytes.
(4) Conclusions: Alterations in ventricular muscle proteins and structure may partly underlie the
defects observed in Ca2+ signaling in ZDF and ZF compared to ZL rat hearts.

Keywords: heart; ventricular myocytes; shortening; intracellular Ca2+; ventricular muscle structure;
mitochondria; sarcomere; Zucker fatty rat; Zucker diabetic fatty rat; Zucker lean rat

1. Introduction

As of 2021, there were around 573 million adults between the ages of 20–79 who were
suffering from diabetes mellitus (DM), an illness characterized by high blood glucose levels,
and this number is expected to increase to 643 million by 2030 and around 783 million by
the year 2045 [1]. Since 1975, obesity, defined as “abnormal or excessive fat accumulation
that may impair health”, has almost tripled. Globally, more than 1.9 billion adults aged 18
and older were overweight, and 650 million were obese in 2016 [2]. Diabetes and obesity are
risk factors for cardiovascular disease, which is the main cause of morbidity and mortality
in these patients [3]. Those who are obese are at greater risk of developing type 2 diabetes
(T2DM). In this condition, the body may produce and release sufficient insulin into the
bloodstream, but the cells become resistant to the effects of insulin. The term “diabesity”
was created due to the strong link between obesity and diabetes [4,5].

Recently, scientists developed a novel model of T2DM and obesity called the Zucker
diabetic fatty (ZDF) rat [6]. ZDF rats were derived from the Zucker fatty (ZF) (fa/+) male
rats, which genetically inherit obesity as an autosomal Mendelian recessive trait. The
ZF rat has a missense mutation (fatty, fa) in the leptin receptor gene (Lepr) that leads
to hyperphagia and the development of obesity without DM. The third group, the ZDF
homozygous (fa/fa) male rats, developed DM as early as 10 weeks of age, reaching 100%
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incidence by 21 weeks of age [7]. As such, it is an ideal model to understand how obesity-
induced T2DM can lead to diabetic cardiomyopathy (DCM), which is a major adverse
complication of T2DM characterized by defects in both systolic and diastolic function.

Contractile and Ca2+ signaling defects in the heart vary according to the selected
experimental model of obesity and diabetes [8]. The aim of this study was to investigate the
effects of obesity and diabesity on the function and structure of ventricular myocytes and
muscle tissue in the Zucker fatty (ZF) rat and the Zucker diabetic fatty (ZDF) rat compared
to Zucker lean (ZL) control rats.

2. Materials and Methods
2.1. Animals

Experiments were performed in 20 ZDF, 21 ZF and 21 ZL male rats aged 195 days
(6.5 months) (Charles River Laboratories, Margate, Kent, UK). Rats were maintained under
a 12-h light/12-h dark cycle with free access to water and standard rat diet. Heart weight
and body weight as well as non-fasting blood glucose (OneTouch Ultra 2, LifeScan, Milpitas,
CA, USA) measurements were made immediately before experiments. Glucose tolerance
tests (GTTs) were performed just before the start of the experiments. Briefly, after an
overnight fast, the fasting blood glucose was collected and measured from the tail vein of
non-anaesthetized rats. Animals were then injected according to their body weights with
glucose (2 g kg−1 body weight, intraperitoneal), and blood glucose was measured from
tail venous blood at 30, 60, 120 and 180 min after glucose injection (Figure 1). Following
sacrifice, blood was collected in EDTA filled glass tubes and centrifuged at 400 RPM (C2
series, Centurion Scientific, Stoughton, UK) for 5 min, and the supernatant blood plasma
was removed and stored at −80 ◦C for Insulin ELISA measurements. Ethical consent for
this research was obtained from the Animal Ethics Committee, College of Medicine &
Health Sciences, United Arab Emirates University, Al Ain, UAE.
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Figure 1. Glucose tolerance test. Data are mean ± SEM, n = 20 ZL, 18 ZF and 19 ZDF rats. Mean rank
at 0 min is [10.65] ZL, [31.44] ZF and [46.0] ZDF, at 30 min [12.33] ZL, [31.94] ZF and [43.76] ZDF, at
60 min [12.5] ZL, [30.06] ZF and [45.37] ZDF, at 120 min [11.2] ZL, [30.83] ZF and [46.0] ZDF, and at
180 min [10.7] ZL, [31.5] ZF and [44.65] ZDF. Numbers in parenthesis represent significant differences.

2.2. Isolation of Ventricular Myocytes

Left ventricular myocytes were isolated from the rats according to previously described
techniques [9]. In brief, the animals were euthanized using a guillotine and hearts removed
rapidly and mounted for retrograde perfusion according to the Langendorff method. Hearts
were constantly perfused at a flow rate of 8 mL g heart−1 min−1 and at 36–37 ◦C with
cell dissociation solution containing in mmol/L: 5.4 KCl, 0.75 CaCl2, 1.4 MgCl2, 130 NaCl,
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20 taurine, 0.4 NaH2PO4, 10 creatine, 5.0 HEPES and 10 glucose (pH 7.3). Perfusion
flow rate was adjusted to allow for differences in heart weight between animals. When
the heart had stabilized, perfusion continued for 4 min with Ca2+-free cell dissociation
solution comprising 0.1 mmol/L EGTA and then for 6 min with cell dissociation solution
comprising 0.075 mg/mL type XIV protease (Sigma, Taufkirchen, Germany), 0.75 mg/mL
type 1 collagenase (Worthington Biochemical Corp, Lakewood, NJ, USA) and 0.05 mmol/L
Ca2+. The left ventricle tissue was removed from the heart, chopped and gently shaken in a
dissociation solution containing collagenase supplemented with 1% BSA. The cells were
filtered from this solution at intervals of 4 min and reused in a cell dissociation solution
with 0.75 mmol/L Ca2+.

2.3. Simultaneous Measurement of Ventricular Myocyte Shortening and Intracellular Ca2+

Ventricular myocyte shortening and intracellular Ca2+ were simultaneously measured
in Fura-2 AM loaded myocytes according to previously described techniques [9]. My-
ocytes were loaded with the fluorescent indicator Fura-2 AM (F-1221, Molecular Probes,
Eugene, OR, USA). In brief, 6.25 µL of a 1.0 mmol/L stock solution of Fura-2 AM (dis-
solved in dimethylsulphoxide DMSO) was added to 2.5 mL of cells to give a final Fura-2
concentration of 2.5 µmol/L. Myocytes were shaken gently for 10 min at room temperature
(24 ◦C). After loading, myocytes were centrifuged, washed with normal Tyrode solution
to remove extracellular Fura-2 and then left for 30 min to ensure complete hydrolysis of
the intracellular Fura-2 ester. Ventricular myocytes were allowed to settle on the glass
bottom of a Perspex chamber mounted on the stage of an inverted Axiovert 35 microscope
(Zeiss, Göttingen, Germany). The cells were perfused with normal Tyrodes (3–5 mL/min)
containing the following in mmol/L: 1.8 CaCl2, 1.0 MgCl2, 5 KCl, 5 HEPES, 140 NaCl and
10 glucose (pH 7.4) at 35–36 ◦C. Shortening was measured in electrically stimulated (1 Hz)
ventricular myocytes with an IonOptix MyoCam imaging system (IonOptix Corporation,
Milton, MA, USA). Time to peak (TPK) shortening, resting cell length (RCL), amplitude
(AMP) of shortening and time to half (THALF) relaxation were measured. Data were ac-
quired and analyzed with IonWizard 6.6 version 10 software (IonOptix LLC, 396 University
Ave. Westwood, MA, USA).

To assess intracellular Ca2+ concentration, the Fura-2 loaded myocytes were inter-
changeably lit by 340 and 380 nm light utilizing a monochromator (Cairn Research, Faver-
sham, UK) that changed the excitation light every 2 ms. The subsequent fluorescence
emitted at 510 nm was collected by a photomultiplier tube, and the fraction of the emitted
fluorescence at the two (340/380 ratio) excitation wavelengths was estimated to provide an
index of intracellular Ca2+ concentration. TPK Ca2+ transient, resting Fura-2 ratio, AMP of
Ca2+ transients and the THALF decay of the Ca2+ transients were measured in electrical
field (1 Hz) stimulated myocytes maintained at 35–36 ◦C. Data were acquired and analyzed
with IonWizard 6.6 version 10 software (IonOptix LLC, 396 University Ave. Westwood,
MA, USA).

2.4. Myofilament Sensitivity to Ca2+

Myofilament sensitivity was measured according to previously described techniques [10].
In order to assess myofilament sensitivity, the Fura-2 ratio was plotted against shortening
(Figure 2A, left panel). Myofilament sensitivity to Ca2+ was evaluated from the subsequent
phase–plane diagram (as shown in Figure 2A, right panel) by calculating the gradient
of the Fura-2 cell length trajectory in the course of late relaxation (500–800 ms) of the
twitch contraction, as formerly described [11,12]. The position of the trajectory signifies
the comparative myofilament response to Ca2+ and hence, can be used as a measure of
myofilament sensitivity to Ca2+ [13].
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Figure 2. Simultaneous measurement of shortening and intracellular Ca2+ in electrically stimulated
(1 Hz) ventricular myocytes. Typical simultaneous recording of shortening and Fura-2 ratio in a
ventricular myocyte from a ZL rat ((A), left panel), typical phase–plane diagram of Fura-2 ratio versus
cell length ((A), right panel). Resting cell length (B) time to peak (TPK) shortening, (C) time to half
(THALF) relaxation of shortening (D), amplitude shortening (E), resting Fura-2 ratio (F), time to peak
of the Ca2+ transients (G), time to half relaxation of the Ca2+ transients (H), amplitude of the Ca2+

transients (I). Mean gradient of the Fura-2 trajectory through late relaxation of the twitch contraction
during the period (500–800 ms). The arrow shows the area that the gradient was measured (J). Data
are mean ± SEM. n = 57 ZL, 65 ZF and 52 ZDF cells from 5 ZL, 5 ZF and 5 ZDF rats.

2.5. Protein Assessment

Heart left ventricles were obtained from the rats after sacrifice. Tissue samples were
flash-frozen in liquid nitrogen and stored at −80 ◦C for later use. After thawing, tissue ex-
tracts were prepared by homogenization on ice with RIPA lysis buffer (1× PBS, 50 mM NaF,
0.5% Na deoxycholate (w/v), 0.1% SDS, 1% IGEPAL, 1.5 mM Na3VO4, 1mM PMSF and
1× Halt) protease/phosphatase inhibitor cocktail, followed by centrifuging for 10 min at
3000–4000 r.p.m. at 4 ◦C. The supernatant was collected and quantitated with Barford’s
assay using BSA (10 mg/mL stock) as standard. Western blot analysis was performed
with 20–50 µg of nuclear, cytoplasmic, or total cellular protein extracts that was loaded
in 4–12% Tris-HCl SDS-PAGE gels (Bio-Rad, Hercules, CA, USA) using MOPS running
buffer, which contains Tris, Mops Sah, SDS and EDTA, and was transferred using a transfer
buffer containing Trizm Base and glycine (Bienne, Switzerland) onto a PVDF membrane.
Blocking was performed for 2 h at room temperature with 5% nonfat skimmed milk powder
dissolved in TBST containing Tween 20, NaCl and Trizm Base for 1–3 h. Extracts were
then incubated with primary and secondary antibodies. The following primary antibod-
ies were used: glyceraldehyde-3-phosphate dehydrogenase (GAPDH) (ab8245, Abcam,
Cambridge, UK), Myosin (ab50967, Abcam), Ryanodine (ab2868, Abcam), Sarcoplasmic
reticulum calcium ATPase-2 (SERCA2) (MA3-919, ThermoFisher Scientific, Waltham, MA,
USA), Tropomyosin (ab7785, Abcam), Troponin C (ab137130, Abcam), Troponin I (ab47003,
Abcam), Troponin T (ab8295, Abcam) and Connexin (Cx45) (ab135474, Abcam). The fol-
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lowing secondary antibodies were used: Anti-rabbit IgG HRP-linked antibody (7074S,
Cell Signaling Technology, Danvers, MA, USA) and Anti-mouse IgG HRP-linked antibody
(7076S, Cell Signaling Technology). The loading marker used was Kaleidoscope (#1610375,
Bio-Rad). Stripping of the membrane was performed with a stripping buffer that contains
Tris and SDS, followed by β-Mercaptoethanol incubation in a water bath at 60 ◦C for 30 min,
followed by washing with TBST, then blocking and re-probing again. Gel images were
scanned, and the signal intensity was quantified using ImageJ software (NIH) [14].

2.6. Ultrastructural Assessment

Transmission electron microscopy (TEM) was performed according to previously
described techniques [15]. After sacrifice hearts were removed and left ventricles tissue
samples were dissected from the same morphological area, free from other accessory tissues,
they were cut into small pieces and washed with 0.1 M phosphate buffer and then immersed
in a modified McDowell and Trump (1976) fixative for 3 h at room temperature. After
rinsing with phosphate buffer, the tissues were postfixed with 1% osmium tetroxide for 1 h.
The tissue samples were later washed with distilled water, dehydrated in a series of graded
ethanol and propylene oxide and then infiltrated and embedded in Agar100 epoxy resin
and polymerized at 65 ◦C for 24 h. Blocks were trimmed and semithin and ultrathin sections
were cut with Leica EM UC7 Ultracuts ultramicrotome (Vienna, Austria). Semithin sections
(1.5 µm thickness) were stained with 1% aqueous toluidine blue on glass slides. Ultrathin
sections (95 nm) with gilded color were collected on 200 mesh copper grids and then were
contrasted with uranyl acetate, followed by lead citrate. The grids were examined and
photographed with a Tecnai Biotwin Spirit G2, Transmission Electron Microscope from
the FEI company (Eindhoven, The Netherlands). Typical EM images in ventricular muscle
from 5 ZL, 3 ZF and 5 ZDF groups of Zucker rats were analyzed per field at 6000× and
11,500× magnification. Images were also quantified using ImageJ software v.1.53n, Wayne
Rasband and contributors, NIH, Bethesda, MD, USA. http://imagej.nih.gov/ij accessed on
13 June 2022 [14].

2.7. Statistical Evaluation

Results were expressed as the mean ± SEM of n observations. Statistical compar-
isons were performed by Origin 9.0 (OriginLab, Northampton, MA, USA) and IBM SPSS
statistics software using either the Kruskal–Wallis H one-way ANOVA test followed by
Bonferroni corrected t tests for multiple comparisons or independent samples t test, or
paired samples t test, as appropriate. p values of less than 0.05 were considered to indicate
a significant difference.

3. Results
3.1. General Characteristics

The general characteristics of the ZDF, ZF and ZL rats are shown in Table 1. The ZF
and ZDF groups exhibited significantly increased body weight (H(2) = 34.93, p < 0.001)
and heart weight (H(2) = 17.8, p < 0.001) compared to ZL rats. Non-fasting blood glucose
(H(2) = 42.15, p < 0.001) was significantly elevated in ZDF (345.10 ± 25.16 mg/dL) rats
compared to ZF (136.67 ± 4.38 mg/dL) and ZL (118.47 ± 4.18 mg/dL) rats, which were
similar to previously reported results [6]. Non-fasting blood glucose was not significantly
(p > 0.05) different between ZF and ZL rats. The ZF (3.26 ± 0.11 mg/g) rats showed a
significant increase in heart weight/body weight ratio (H(2) = 22.12, p < 0.001) compared
to ZDF and ZL rats. Heart weight/body weight ratio was also modestly higher in ZDF
compared to ZL rats, which is consistent with the results of a previous study [16]. Insulin
ELISA was measured using a commercially available rat insulin ELISA kit (10-1250-01,
Mercodia rat Insulin ELISA, Uppsala, Sweden). ZF rats (12.70 ± 1.15 µg/L) had significantly
(H(2) = 17.92, p < 0.001) higher insulin levels compared to ZL (2.09 ± 0.57 µg/L) and ZDF
(2.14 ± 0.29 µg/L), and these results are similar to a previously published study [17].

http://imagej.nih.gov/ij
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Table 1. General characteristics of Zucker rats.

ZL ZF ZDF

Body weight (g) 429.67 ± 9.43 (18) [11.61] 715.67 ± 13.81 (21) [44.52] * 601.86 ± 32.63 (21) [32.67] *
Heart weight (g) 1.7 ± 0.07 (18) [16.83] 2.2 ± 0.06 (21) [40.07] * 2.1 ± 0.08 (21) [32.64] *

Non-fasting blood Glucose (mg/dL) 118.47 ± 4.18 (17) [14.21] 136.67 ± 4.38 (21) [23.98] 345.10 ± 25.16 (21) [48.81] *#
Heart weight/body weight ratio (mg/g) 2.54 ± 0.09 (18) [17.56] 3.26 ± 0.11 (21) [43.67] * 2.84 ± 0.06 (21) [28.43] #

Plasma Insulin (µg/L) 2.09 ± 0.57 (10) [8.25] 12.70 ± 1.15 (9) [23.0] * 2.14 ± 0.29 (8) [11.06] #

Data are mean ± SEM, number of animals is in parenthesis and the mean rank is in brackets. One-way ANOVA
followed by Bonferroni corrected t tests for multiple comparisons, * p < 0.05 compared to ZL, # p < 0.05 compared
to ZF.

3.2. Glucose Tolerance Test

The GTT was performed just before the experiments and the results are shown in Figure 1.
The fasting blood glucose was highest in ZDF (243.47 ± 20.52 mg/dL, n = 19), intermediate
in ZF (138.17 ± 4.43 mg/dL, n = 18) and lowest in ZL (94.40 ± 2.29 mg/dL, n = 20) rats, and
these differences were significant at 0 min (H(2) = 44.79, p < 0.001), at 30 min (H(2) = 36.04,
p < 0.001), at 60 min (H(2) = 38.36, p < 0.001) and at 120 min (H(2) = 43.16, p < 0.001). At
180 min following the glucose challenge, blood glucose remained significantly (H(2) = 42.55,
p < 0.001) elevated in ZDF (346.94 ± 32.33 mg/dL, n = 17) and ZF (167.61 ± 10.15 mg/dL,
n = 18) compared to ZL (104.4 ± 3.75 mg/dL, n = 20) rats. In a previous study [18], the GTT
was performed only up to 60 min, whereas in this study GTT was performed up to 180 min,
and that provides glucose recovery data over a longer period following glucose challenge.

3.3. Ventricular Myocyte Shortening and Intracellular Ca2+

A typical record of electrically evoked shortening-2 ratio in a ZL myocyte is shown in
Figure 2A (left upper panel). The mean resting cell length was not significantly altered in
ZDF (110.50 ± 1.75 µm) or in ZF (107.04 ± 1.96 µm) compared to ZL (107.33 ± 1.66 µm)
(Figure 2B). Neither the TPK shortening (Figure 2C) nor the THALF relaxation of shortening
(Figure 2D) was significantly (p > 0.05) altered in ZDF or ZF compared to ZL controls.
The AMP shortening (Figure 2E) was modestly higher (p > 0.05) in ZF (6.38 ± 0.41%RCL)
compared to ZL (5.13 ± 0.35% RCL) but not compared to ZDF (5.60 ± 3.33% RCL) myocytes.

A typical record of electrically evoked Ca2+ transient in a ZL myocyte is shown in
Figure 2A (left lower panel). The mean resting Fura-2 ratio (340/380 nm) was significantly
(H(2) = 9.56, p = 0.008) increased in ZDF (0.35 ± 0.008 RU) mean rank [104.35] compared
to ZL (0.31 ± 0.007 RU) mean rank [74.83] in myocytes (Figure 2F). The mean TPK Ca2+

transient was not significantly (p > 0.05) different between ZF (70.86 ± 1.42 ms), ZDF
(69.69 ± 1.92 ms) and ZL (72.42 ± 1.84 ms) myocytes (Figure 2G). THALF decay of the Ca2+

transient was significantly (H(2) = 26.26, p < 0.001) prolonged in ZDF (123.23 ± 2.68 ms)
mean rank [115.66] compared to ZL (112.54 ± 3.46 ms) mean rank [84.03] and shortened in
ZF (106.08 ± 2.30 ms) mean rank [68.02] compared to ZDF myocytes (Figure 2H). AMP of
the Ca2+ transient was not significantly (p > 0.05) different between ZF (0.034 ± 0.0013 RU),
ZDF (0.035 ± 0.0017 RU) and ZL (0.037 ± 0.0016 RU) myocytes (Figure 2I).

3.4. Myofilament Sensitivity to Ca2+

Records of shortening and Ca2+ transient were used to create a phase–plane diagram.
A typical phase–plane diagram of Fura-2 ratio versus cell length in a ZL myocyte is shown
in Figure 2A (right panel). The mean gradient of the Fura-2 cell-length trajectory calculated
throughout the late relaxation periods of the twitch contraction (500–800 ms) is shown in
Figure 2J. The gradient was not significantly (p > 0.05) different in ZDF and ZF compared
to ZL myocytes.

3.5. Protein Assessment

Western blot analysis revealed significant differences in the expression of proteins
that are involved in the process of cardiac muscle contraction. Typical blots are shown in
Figure 3A. The mean fold changes in protein expression are shown in Figure 3B. GAPDH
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was used as loading control. Myosin expression was significantly (H(2) = 7.2, p = 0.027)
lower in ZDF (0.53 ± 0.07) mean rank [2.0] compared to ZF (1.45 ± 0.02) mean rank [8.0] but
not compared to ZL (1.06 ± 0.2) mean rank [5.0] ventricle tissue. Interestingly, Ryanodine
expression was only modestly elevated (p > 0.05) in ZDF and ZF compared to ZL ventricle
tissue and SERCA2 expression was modestly (p > 0.05) lower in ZDF (1.01 ± 0.1) and ZF
(0.85 ± 0.04) compared to ZL (1.45 ± 0.11) ventricle tissue. Tropomyosin expression was
significantly (H(2) = 6.49, p = 0.039) higher in the ZF (0.51 ± 0.05) mean rank [8.0] group
compared to ZDF (0.09 ± 0.02) mean rank [2.33] and ZL (0.16 ± 0.03) mean rank [4.67]
controls. Troponin C expression was modestly lower (p > 0.05) in ZDF (0.16 ± 0.08) and
in ZF (0.28 ± 0.05) compared to ZL (0.64 ± 0.05) ventricle tissue. Expression of Troponin
I was significantly (H(2) = 6.49, p = 0.039) reduced in ZDF (0.13 ± 0.05) mean rank [2.33]
compared to ZL (0.84 ± 0.06) mean rank [8.0] and Troponin T was significantly (H(2) = 6.49,
p = 0.039) reduced in ZDF (0.09 ± 0.03) mean rank [2.0] compared to ZL (0.82 ± 0.19)
mean rank [7.67] ventricle tissue. Connexin Cx45 was significantly (H(2) = 7.2, p = 0.027)
reduced in ZF (0.007 ± 0.004) mean rank [2.0] compared to ZL (0.4 ± 0.17) mean rank [8.0]
ventricle tissue.
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3.6. Ultrastructural Assessment

Morphometric analysis is presented in Figure 4. Typical TEM images in ventricular
muscle from a ZL rat at 6000× magnification are shown in Figure 4A, and 11,500× magnifi-
cation in Figure 4B. Typical TEM images in ventricular muscle from a ZF rat at 6000× mag-
nification are shown in Figure 4C and 11,500× magnification in Figure 4D. Typical TEM
images in ventricular muscle from a ZDF rat at 6000× magnification are shown in Figure 4E
and 11,500× magnification in Figure 4F. Mean Sarcomere length is shown in Figure 4G and
mean Mitochondria count in Figure 4H. Sarcomere length (H(2) = 82.93, p < 0.001) was short-
est in ZF (1.21 ± 0.02 µm) mean rank [17.45], intermediate in ZDF (1.61 ± 0.03 µm) mean
rank [76.41] and longest in ZL (1.71 ± 0.01 µm) mean rank [99.6] myocytes (Figure 4G). Mito-
chondria count (H(2) = 18.40, p < 0.001) was lowest in ZF (86.23 ± 7.26) mean rank [12.85],
intermediate in ZDF (100.81 ± 10.50) mean rank [27.09] and highest in ZL (122.15 ± 4.45)
mean rank [36.13] myocytes with significant difference (p < 0.001) between ZL and ZF
(Figure 4H).

Qualitative image analysis showed that ZL sarcomeres are well oriented with struc-
tured dark bands and intercalated disks that are clearly visible, and the mitochondria have
normal shape.

In ZF heart the sarcomeres were disorganized, dislocated, widened with spaces in
between; mitochondria are clogged, deformed and small, lipid droplets are present.

Furthermore, ZDF heart sarcomeres are not as well organized as in ZL, but better than
in ZF heart. Spaces were present in ZDF but not as severe as in ZF heart, lipid droplets are
present and mitochondria are damaged as well as deformed.
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Figure 4. Assessment of structure in ventricular muscle. Typical transmission electron microscope
(TEM) images from a ZL rat per field at 6000× magnification (A), and 11,500× magnification (B).
Typical TEM images from a ZF rat per field at 6000× magnification (C), and 11,500× magnification
(D). Typical TEM images from a ZDF rat at 6000× magnification (E), and 11,500× magnification (F).
Mean Sarcomere length (G) and Mean mitochondria count (H). Data are mean ± SEM. n = 78 ZL,
33 ZF and 39 ZDF sections for Sarcomere length and n = 26 ZL, 13 ZF and 16 ZDF for Mitochondrial
count all from 5 ZL, 3 ZF and 5 ZDF rats.

4. Discussion

Interestingly, blood insulin levels were significantly higher in ZF rats than they were in
ZL and ZDF rats. ZDF rats were previously found to have elevated fasting serum glucose,
insulin, cholesterol and triglyceride levels as well as impaired glucose tolerance [19].
Analyzing the signaling pathway of insulin might explain this. ZF rats could have a
compromised ratio between bound and unbound insulin. In the first step of insulin
signaling, insulin binds to its tyrosine kinase receptor the insulin receptor kinase (IRK);
following autophosphorylation, the insulin–receptor complex is then internalized into
the endocytic system (ENS), where glucose transporters are recruited from intracellular
stores in skeletal and cardiac muscle and adipose tissue, which activates the metabolic
process. After that, degradation of insulin is controlled by intra-endosomal acidification,
in which “insulinase” stimulates the separation of insulin from the IRK. This degradation
may also be compromised in the ZF rat [20,21]. The body weights of the ZDF rats are
modestly lower than ZF rats. Insulin resistance in diabesity reduces the ability to transport
glucose from the blood into the body’s cells to use as energy, and this results in a shift
from carbohydrate to fat/protein metabolism, which in turn leads to a reduction in overall
body weight. Electrically evoked myocyte shortening and intracellular Ca2+ were recorded
simultaneously. The mean resting cell length of shortening was not significantly altered
in ZDF compared to ZL and ZF myocytes. The mean TPK shortening as well as THALF
relaxation of shortening were also not altered in ZDF compared to ZF and ZL myocytes.
However, the AMP shortening was modestly increased in ZF compared to ZL but not
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compared to ZDF myocytes, which could be a sign of hypertrophy. Ca2+/calmodulin-
dependent protein kinase II-delta (CaMKIIδ), a mediator of cardiac contractility, plays an
important role in cardiac muscle contraction and relaxation as well as in the performance
of the diabetic heart and is linked to cardiac hypertrophy [22–26]. CaMKIIδ may play a
role in ZF myocyte Ca2+ signaling and Ryanodine receptor (RyR) SR Ca2+ release [26]. In a
previous study, in rats aged 30–34 weeks of age, ZDF myocytes showed preserved THALF
relaxation and AMP of shortening compared to ZL myocytes [12], whereas according to
another study, the AMP of shortening at 6 and 22 weeks remained unchanged and the time
course at 6 weeks did not differ. Nevertheless, the TPK shortening as well as the THALF
relaxation of shortening were more pronounced in ZDF rats at 22 weeks [27].

Fura-2 ratio (340/380 nm) was significantly increased in ZDF compared to ZL my-
ocytes. The mean TPK Ca2+ transient was not significantly different between groups.
THALF decay of the Ca2+ transient was significantly prolonged in ZDF compared to ZL
and was shortened in ZF compared to ZDF myocytes. AMP of the Ca2+ transient was not
significantly different between groups. Contraction and relaxation are mainly regulated
by intracellular Ca2+. During the process of Ca2+-induced Ca2+ release there is a small
entry of Ca2+ through L-type Ca2+ channels and this small entry of Ca2+ triggers a large
release of Ca2+ from the SR [28]. Research in different experimental models of diabetes
has reported enhanced diastolic SR Ca2+ leakage, lower caffeine-evoked Ca2+ release and
decreased rate of SR Ca2+-ATPase (SERCA)-mediated Ca2+ uptake in myocytes from db/db
diabetic mice [29,30] as well as decreased AMP of caffeine-releasable Ca2+, SR store and
release rates of Ca2+ and depressed resequestration into SR in myocytes from streptozo-
tocin (STZ)-induced diabetic rats [31]. In type 2 diabetic patients, db/db mice, STZ and
alloxan-induced diabetic rats, previous studies have shown that reduced Ca2+ release
may result from structural defects in the SR Ca2+ release channel as well as decreased
expression of Ca2+ release channel mRNA [32–35]. The SR also consists of longitudinal
tubules, which release Ca2+ ions, and the terminal cisternae, which are large regions in
close proximity to the ends of the transverse tubules known as “T-tubules” that sequester
and concentrate Ca2+. Evidence suggests that loss of T-tubule integrity can profoundly
affect excitation–contraction coupling (ECC) in myocytes, which is evident during action
potential propagation [36–38]. It is important to note that T-tubule density can be measured
using whole-cell capacitance in voltage-clamped myocytes relative to cell area; previous
results indicate that rat myocytes can be kept in quiescent culture for 24 h with no detectable
de-tubulation or loss of T-tubules, which is why we use freshly isolated myocytes [36]. Our
results show that there may be a defect in the SR Ca2+ signaling in the ZDF group.

The Fura-2 cell length trajectory during the late stages of relaxation of the twitch
contraction was not significantly different in myocytes between groups, which indicates
that myofilament sensitivity to Ca2+ is not altered. Myofilament activation is modulated
by protein phosphorylation, and myofilament proteins are substrates for PKC, PKA and
CAMK, which in turn can induce changes in myofilament sensitivity to Ca2+ [39]. We
have investigated certain proteins that might affect myofilament sensitivity to Ca2+, and
although no changes have been found in Fura-2 length trajectory, we have found changes
in expression of proteins of Troponin I and T proteins between groups, which may have a
bearing on myofilament sensitivity to Ca2+. Our previously published paper reported that
diabetic Goto-Kakizaki (GK) rat Fura-2 cell length trajectory was steeper in GK compared
to control myocytes, which suggested an increase in myofilament sensitivity to Ca2+ [40].

Ventricular muscle protein was assessed with Western blot. Myosin expression was
modestly lower in ZDF compared to ZF ventricle tissue, which is consistent with a previous
study [41]. Myosin was significantly higher in ZF and lower in ZDF compared to GAPDH
expression, and this was evident in TEM sections that show ZF alterations. Ryanodine
expression was modestly increased in ZDF and ZF compared to ZL ventricle tissue; this
might be a compensatory mechanism to preserve SR Ca2+ release [42,43]. Interestingly,
SERCA2 expression was modestly lower in ZDF and ZF compared to ZL ventricle tissue.
Expression of SERCA protein has been variously reported in different studies [44–46]. As
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previously mentioned, SERCA2 is important for SR Ca2+ handling. Tropomyosin expres-
sion was higher in ZF compared to ZDF and ZL ventricle tissue. Tropomyosin has been
previously linked to hypertrophic cardiomyopathy [47,48]. In this experiment, we found
evidence of structural defects in ZF rat that can be interpreted as signs of hypertrophy.
Troponin C, Troponin I and Troponin T are very important in Ca2+ signaling and ECC
coupling [39], and they also show the same trend with minor differences. Troponin C ex-
pression was modestly lower in ZDF and in ZF compared to ZL ventricle tissue. Expression
of Troponin I and Troponin T were reduced in ZDF compared to ZL ventricle tissue. These
myofilament proteins have been reported to be linked to dilated cardiomyopathy [49], and
diabetes is also associated with dilated cardiomyopathy [50]. In this study, however, low
expressions indicate that contraction and relaxation may be affected, possibly due to lack
of force or dilatation in the muscle which can be observed in the TEM sections in the ZF
and ZDF groups. Finally, gap junction protein Connexin Cx45 is important for electrical
signal conduction between cardiac myocytes and heart rhythm [51]. In this experiment,
the expression of Cx45 was reduced in ZF and modestly reduced in ZDF compared to ZL
ventricle tissue, which may have implications for disturbances in heart rhythm, which
have been reported in a previous study [52]. Interestingly, it has been reported that mRNA
expression levels for Gja7 (Cx45) was significantly increased in SAN from diabetic heart
compared to controls [53].

Morphometric analysis of the sections indicated that sarcomeres are longest in ZL,
intermediate in ZDF and shortest in ZF myocytes. Similarly, the mitochondrial count is
highest in ZL, intermediate in ZDF and lowest in ZF myocytes, with significant differences
between ZL and ZF. The differences in mitochondrial count may reflect differences in size
or metabolic activity between the groups. These morphological changes in mitochondria
and signs of injury in the ZDF have also been similarly described in previous diabetic
studies [50,54], which indicates that cardiomyopathy is a common feature of obesity and
diabetes. Additionally, energy utilization has been associated with diabetes [55], and reduc-
tions in mitochondria could be signs of altered energy utilization and attributed to a more
sedentary lifestyle in ZF as well as ZDF rats and their increased body weights. Furthermore,
diabetes has been associated with heart failure (HF), and metabolic abnormalities have
been reported extensively [56,57]. Also, mitochondrial reactive oxygen species are a major
source of chronic oxidative stress in HF. They are also responsible for causing the electrical
instability that leads to Sudden Cardiac Death [58].

5. Conclusions

To our knowledge, this is the first study to investigate the effects of obesity and
diabesity in the ZDF and ZF compared to ZL controls with simultaneous measurement of
myocyte shortening and intracellular Ca2+ while identifying protein and structural defects.
We have found evidence of molecular and structural defects in the ZF and ZDF rat heart.
Our results suggest that SR Ca2+ handling, as well as energy utilization, is compromised in
ZDF as well as in ZF. Myocyte contraction and relaxation may also be affected in the ZDF
and ZF rat due to muscle protein structural defects, which lead to an affected heart rhythm
and poor cardiac function.

5.1. Study Limitations and Future Direction

The results of this study provide a strong foundation on which to develop functional
and structural studies to further understand the effects of obesity and diabesity on electro-
mechanical dysfunction in the Zucker rat heart. The number of rats was limited by the
availability of grant funding, and experiments were conducted at a single time point. It
would have been interesting to carry out experiments at different time points to evaluate the
progression of electro-mechanical dysfunction in obesity and diabesity. Future experiments
might include action potential experiments in individual myocytes from different regions
of the heart, and at different ages, to assess the progress of obesity and diabesity on the
electrophysiology of the heart. In addition, experiments might also include whole cell
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patch clamp experiments in ventricular myocytes to investigate other ionic currents, includ-
ing Na+ and K+ currents, which are fundamental for the generation of action potentials.
Imaging techniques including CT, MRI and echocardiography could be used to further
understand the hemodynamic changes associated with obesity and diabesity.

5.2. Clinical Impilcations

Our research demonstrates that ageing and prolonged diabesity lead to adverse clini-
cal outcomes. It is important to implement strategies that will prevent disease progression,
such as lifestyle changes—including exercise training and improved diet—and therapeu-
tic interventions.

Author Contributions: All authors have equally contributed to the following: Substantial contribu-
tions to the conception or design of the work; or the acquisition, analysis, or interpretation of data
for the work; and Drafting the work or revising it critically for important intellectual content; and
Final approval of the version to be published; and Agreement to be accountable for all aspects of
the work in ensuring that questions related to the accuracy or integrity of any part of the work are
appropriately investigated and resolved. All authors have read and agreed to the published version
of the manuscript.

Funding: Grant from Zayed Center for Health Sciences, United Arab Emirates University, No. 31R133.

Institutional Review Board Statement: The study was conducted according to the guidelines of
the Declaration of Helsinki and approved by the Animal Ethics Committee, College of Medicine &
Health Sciences, United Arab Emirates University, Al Ain, UAE.

Informed Consent Statement: Not applicable.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author.

Acknowledgments: Authors would like to acknowledge Ammar Mahgoub for his help in taking
care of the animals. Grant from Zayed Center for Health Sciences, United Arab Emirates University,
No. 31R133.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. International Diabetes Federation. IDF Diabetes Atlas, 10th ed.; International Diabetes Federation: Brussels, Belgium, 2021.
2. Obesity and Overweight. World Health Organization Fact Sheets. Available online: https://www.who.int/news-room/fact-

sheets/detail/obesity-and-overweight (accessed on 14 February 2022).
3. World Health Organization; World Heart Federation. World Stroke Organization Global Atlas on Cardiovascular Disease Prevention

and Control; WHO: Geneva, Switzerland, 2011; p. 164.
4. Weyer, C.; Funahashi, T.; Tanaka, S.; Hotta, K.; Matsuzawa, Y.; Pratley, R.E.; Tataranni, P.A. Hypoadiponectinemia in Obesity and Type 2

Diabetes: Close Association with Insulin Resistance and Hyperinsulinemia. J. Clin. Endocrinol. Metab. 2001, 86, 1930–1935. [CrossRef]
5. Zimmet, P.; Alberti, K.G.M.M.; Shaw, J. Global and Societal Implications of the Diabetes Epidemic. Nature 2001, 414, 782–787.

[CrossRef] [PubMed]
6. Yokoi, N.; Hoshino, M.; Hidaka, S.; Yoshida, E.; Beppu, M.; Hoshikawa, R.; Sudo, K.; Kawada, A.; Takagi, S.; Seino, S. A Novel Rat Model

of Type 2 Diabetes: The Zucker Fatty Diabetes Mellitus ZFDM Rat. J. Diabetes Res. 2013, 2013, 103731–103740. [CrossRef] [PubMed]
7. Takaya, K.; Ogawa, Y.; Isse, N.; Okazaki, T.; Satoh, N.; Masuzaki, H.; Mori, K.; Tamura, N.; Hosoda, K.; Nakao, K. Molecular

Cloning of Rat Leptin Receptor Isoform Complementary DNAs-Identification of a Missense Mutation in Zucker Fatty (Fa/Fa)
Rats. Biochem. Biophys. Res. Commun. 1996, 225, 75–83. [CrossRef] [PubMed]

8. Hamilton, S.; Terentyev, D. Proarrhythmic Remodeling of Calcium Homeostasis in Cardiac Disease; Implications for Diabetes and
Obesity. Front. Physiol. 2018, 9, 1517. [CrossRef] [PubMed]

9. Howarth, F.C.; Norstedt, G.; Boldyriev, O.I.; Qureshi, M.A.; Mohamed, O.; Parekh, K.; Venkataraman, B.; Subramanya, S.; Shmygol,
A.; Al Kury, L.T. Effects of Prolactin on Ventricular Myocyte Shortening and Calcium Transport in the Streptozotocin-Induced
Diabetic Rat. Heliyon 2020, 6, e03797. [CrossRef]

10. Smail, M.; Al Kury, L.; Qureshi, M.A.; Shmygol, A.; Oz, M.; Singh, J.; Howarth, F.C. Cell Shortening and Calcium Dynamics in
Epicardial and Endocardial Myocytes from the Left Ventricle of Goto-Kakizaki Type 2 Diabetic Rats. Exp. Physiol. 2018, 103,
502–511. [CrossRef]

https://www.who.int/news-room/fact-sheets/detail/obesity-and-overweight
https://www.who.int/news-room/fact-sheets/detail/obesity-and-overweight
http://doi.org/10.1210/jcem.86.5.7463
http://doi.org/10.1038/414782a
http://www.ncbi.nlm.nih.gov/pubmed/11742409
http://doi.org/10.1155/2013/103731
http://www.ncbi.nlm.nih.gov/pubmed/23671847
http://doi.org/10.1006/bbrc.1996.1133
http://www.ncbi.nlm.nih.gov/pubmed/8769097
http://doi.org/10.3389/fphys.2018.01517
http://www.ncbi.nlm.nih.gov/pubmed/30425651
http://doi.org/10.1016/j.heliyon.2020.e03797
http://doi.org/10.1113/EP086542


Life 2022, 12, 1221 14 of 15

11. Howarth, F.C.; Qureshi, M.A.; Hassan, Z.; Al Kury, L.T.; Isaev, D.; Parekh, K.; Yammahi, S.R.K.D.K.D.; Oz, M.; Adrian, T.E.;
Adeghate, E. Changing Pattern of Gene Expression Is Associated with Ventricular Myocyte Dysfunction and Altered Mechanisms
of Ca2+signalling in Young Type 2 Zucker Diabetic Fatty Rat Heart. Exp. Physiol. 2011, 96, 325–337. [CrossRef]

12. Howarth, F.C.; Qureshi, M.A.; Hassan, Z.; Isaev, D.; Parekh, K.; John, A.; Oz, M.; Raza, H.; Adeghate, E.; Adrian, T.E. Contractility
of Ventricular Myocytes Is Well Preserved despite Altered Mechanisms of Ca2+ Transport and a Changing Pattern of MRNA in
Aged Type 2 Zucker Diabetic Fatty Rat Heart. Mol. Cell. Biochem. 2012, 361, 267–280. [CrossRef]

13. Spurgeon, H.A.; duBell, W.H.; Stern, M.D.; Sollott, S.J.; Ziman, B.D.; Silverman, H.S.; Capogrossi, M.C.; Talo, A.; Lakatta, E.G.
Cytosolic Calcium and Myofilaments in Single Rat Cardiac Myocytes Achieve a Dynamic Equilibrium during Twitch Relaxation.
J. Physiol. 1992, 447, 83–102. [CrossRef]

14. Schneider, C.A.; Rasband, W.S.; Eliceiri, K.W. NIH Image to ImageJ: 25 Years of Image Analysis. Nat. Methods 2012, 9, 671.
[CrossRef] [PubMed]

15. Fahim, M.A.; Tariq, S.; Adeghate, E. Vitamin E Modifies the Ultrastructure of Testis and Epididymis in Mice Exposed to Lead
Intoxication. Ann. Anat.—Anat. Anzeiger 2013, 195, 272–277. [CrossRef] [PubMed]

16. Daniels, A.; Linz, D.; Van Bilsen, M.; Rütten, H.; Sadowski, T.; Ruf, S.; Juretschke, H.P.; Neumann-Haefelin, C.; Munts, C.; Van Der
Vusse, G.J.; et al. Long-Term Severe Diabetes Only Leads to Mild Cardiac Diastolic Dysfunction in Zucker Diabetic Fatty Rats.
Eur. J. Heart Fail. 2012, 14, 193–201. [CrossRef] [PubMed]

17. Chohnan, S.; Matsuno, S.; Shimizu, K.; Tokutake, Y.; Kohari, D.; Toyoda, A. Coenzyme A and Its Thioester Pools in Obese Zucker
and Zucker Diabetic Fatty Rats. Nutrients 2020, 12, 417. [CrossRef]

18. Clark, J.B.; Palmer, C.J.; Shaw, W.N. The Diabetic Zucker Fatty Rat. Proc. Soc. Exp. Biol. Med. 1983, 173, 68–75. [CrossRef]
19. Sárközy, M.; Zvara, Á.; Gyémánt, N.; Fekete, V.; Kocsis, G.F.; Pipis, J.; Szucs, G.; Csonka, C.; Puskás, L.G.; Ferdinandy, P.; et al.

Metabolic Syndrome Influences Cardiac Gene Expression Pattern at the Transcript Level in Male ZDF Rats. Cardiovasc. Diabetol.
2013, 12, 16. [CrossRef]

20. Harvey, R.A.; Ferrier, D. Lippincott’s Illustrated Reviews: Biochemistry. In Lippincott Williams & Wilkins; Harvey, R.A., Ferrier, D.,
Eds.; Wolters Kluwer Health; Lippincott Williams & Wilkins: Philadelphia, PA, USA, 2011; pp. 307–356. ISBN 978-1-60831-412-6.

21. Posner, B.I. Insulin Signalling: The Inside Story. Can. J. Diabetes 2017, 41, 108–113. [CrossRef]
22. Daniels, L.J.; Wallace, R.S.; Nicholson, O.M.; Wilson, G.A.; McDonald, F.J.; Jones, P.P.; Baldi, J.C.; Lamberts, R.R.; Erickson, J.R.

Inhibition of Calcium/Calmodulin-Dependent Kinase II Restores Contraction and Relaxation in Isolated Cardiac Muscle from
Type 2 Diabetic Rats. Cardiovasc. Diabetol. 2018, 17, 89–104. [CrossRef]

23. Winkle, A.J.; Nassal, D.M.; Shaheen, R.; Thomas, E.; Mohta, S.; Gratz, D.; Weinberg, S.H.; Hund, T.J. Emerging Therapeutic
Targets for Cardiac Hypertrophy. Expert Opin. Ther. Targets 2022, 26, 29–40. [CrossRef]

24. Guo, T.; Zhang, T.; Mestril, R.; Bers, D.M. Ca2+/Calmodulin-Dependent Protein Kinase II Phosphorylation of Ryanodine Receptor
Does Affect Calcium Sparks in Mouse Ventricular Myocytes. Circ. Res. 2006, 99, 398–406. [CrossRef]

25. Maier, L.S. CaMKIIδ Overexpression in Hypertrophy and Heart Failure: Cellular Consequences for Excitation-Contraction
Coupling. Brazilian J. Med. Biol. Res. 2005, 38, 1293–1302. [CrossRef] [PubMed]

26. Wehrens, X.H.T.; Lehnart, S.E.; Reiken, S.R.; Marks, A.R. Ca2+/Calmodulin-Dependent Protein Kinase II Phosphorylation
Regulates the Cardiac Ryanodine Receptor. Circ. Res. 2004, 94, e61–e70. [CrossRef] [PubMed]

27. Fulop, N.; Mason, M.M.; Dutta, K.; Wang, P.; Davidoff, A.J.; Marchase, R.B.; Chatham, J.C.; Fülöp, N.; Mason, M.M.; Dutta,
K.; et al. Impact of Type 2 Diabetes and Aging on Cardiomyocyte Function and O-Linked N-Acetylglucosamine Levels in the
Heart. Am. J. Physiol.—Cell Physiol. 2007, 292, C1370–C1378. [CrossRef]

28. Fabiato, A. Time and Calcium Dependence of Activation and Inactivation of Calcium-Induced Release of Calcium from the
Sarcoplasmic Reticulum of a Skinned Canine Cardiac Purkinje Cell. J. Gen. Physiol. 1985, 85, 247–289. [CrossRef]

29. Belke, D.D.; Swanson, E.A.; Dillmann, W.H. Decreased Sarcoplasmic Reticulum Activity and Contractility in Diabetic Db/Db
Mouse Heart. Diabetes 2004, 53, 3201–3208. [CrossRef] [PubMed]

30. Stølen, T.O.; Høydal, M.A.; Kemi, O.J.; Catalucci, D.; Ceci, M.; Aasum, E.; Larsen, T.; Rolim, N.; Condorelli, G.; Smith, G.L.; et al.
Interval Training Normalizes Cardiomyocyte Function, Diastolic Ca2+ Control, and SR Ca2+ Release Synchronicity In a Mouse
Model of Diabetic Cardiomyopathy. Circ. Res. 2009, 105, 527–536. [CrossRef] [PubMed]

31. Shao, C.H.; Rozanski, G.J.; Patel, K.P.; Bidasee, K.R. Dyssynchronous (Non-Uniform) Ca2+ Release in Myocytes from
Streptozotocin-Induced Diabetic Rats. J. Mol. Cell. Cardiol. 2007, 42, 234–246. [CrossRef]

32. Choi, K.M.; Zhong, Y.; Hoit, B.D.; Grupp, I.L.; Hahn, H.; Dilly, K.W.; Guatimosim, S.; Jonathan Lederer, W.; Matlib, M.A. Defective
Intracellular Ca2+ Signaling Contributes to Cardiomyopathy in Type 1 Diabetic Rats. Am. J. Physiol. Hear. Circ. Physiol. 2002, 283,
H1398–H1408. [CrossRef]

33. Pereira, L.; Matthes, J.; Schuster, I.; Valdivia, H.H.; Herzig, S.; Richard, S.; Gómez, A.M. Mechanisms of [Ca2+]i Transient Decrease
in Cardiomyopathy of Db/Db Type 2 Diabetic Mice. Diabetes 2006, 55, 608–615. [CrossRef]

34. Zhou, B.Q.; Hu, S.J.; Wang, G.B. The Analysis of Ultrastructure and Gene Expression of Sarco/Endoplasmic Reticulum Calcium
Handling Proteins in Alloxan-Induced Diabetic Rat Myocardium. Acta Cardiol. 2006, 61, 21–27. [CrossRef]

35. Reuter, H.; Grönke, S.; Adam, C.; Ribati, M.; Brabender, J.; Zobel, C.; Frank, K.F.; Wippermann, J.; Schwinger, R.H.G.; Brixius,
K.; et al. Sarcoplasmic Ca2+ Release Is Prolonged in Nonfailing Myocardium of Diabetic Patients. Mol. Cell. Biochem. 2008, 308,
141–149. [CrossRef] [PubMed]

http://doi.org/10.1113/expphysiol.2010.055574
http://doi.org/10.1007/s11010-011-1112-y
http://doi.org/10.1113/jphysiol.1992.sp018992
http://doi.org/10.1038/nmeth.2089
http://www.ncbi.nlm.nih.gov/pubmed/22930834
http://doi.org/10.1016/j.aanat.2012.11.001
http://www.ncbi.nlm.nih.gov/pubmed/23290456
http://doi.org/10.1093/eurjhf/hfr166
http://www.ncbi.nlm.nih.gov/pubmed/22253456
http://doi.org/10.3390/nu12020417
http://doi.org/10.3181/00379727-173-41611
http://doi.org/10.1186/1475-2840-12-16
http://doi.org/10.1016/j.jcjd.2016.07.002
http://doi.org/10.1186/s12933-018-0732-x
http://doi.org/10.1080/14728222.2022.2031974
http://doi.org/10.1161/01.RES.0000236756.06252.13
http://doi.org/10.1590/S0100-879X2005000900002
http://www.ncbi.nlm.nih.gov/pubmed/16138211
http://doi.org/10.1161/01.RES.0000125626.33738.E2
http://www.ncbi.nlm.nih.gov/pubmed/15016728
http://doi.org/10.1152/ajpcell.00422.2006
http://doi.org/10.1085/jgp.85.2.247
http://doi.org/10.2337/diabetes.53.12.3201
http://www.ncbi.nlm.nih.gov/pubmed/15561951
http://doi.org/10.1161/CIRCRESAHA.109.199810
http://www.ncbi.nlm.nih.gov/pubmed/19679837
http://doi.org/10.1016/j.yjmcc.2006.08.018
http://doi.org/10.1152/ajpheart.00313.2002
http://doi.org/10.2337/diabetes.55.03.06.db05-1284
http://doi.org/10.2143/AC.61.1.2005136
http://doi.org/10.1007/s11010-007-9622-3
http://www.ncbi.nlm.nih.gov/pubmed/17952561


Life 2022, 12, 1221 15 of 15
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