Text S3. Alignment of variable nucleotide sites of the Protosalanx chinensis (HM106494, MW291629) and Neosalanx anderssoni
(HM106492) full mitochondrial genomes, showing evidence of recombination at the ND5 genes.
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The ND5 recombinant region(12957-13360) is highlighted in red bold. Other comments, see the Text S1.



