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‘P.p coxl | nad4 | nad6 [ cob | atp9 | nad3 | cox3 | nadl | atp6 |nad4L | nad5 | nad2 | cox2

T.0 | coxl | nad2 | atp6 | nadl | cox3 | nad3 | nad4L| nad5 | cox2 | atp9 | cob | nad6 | nad4

‘N.a| coxl | cox2 | nad2 | atp6 | cox3 | nad3 | atp9 | nad4L| nad4 | nad5 | nad6 | cob | nadl

C.i| coxl | cox3 | nad3 | atp9 |nad4L| atp6 | cox2 | nad5 | nad4 | nad6 | cob | nad2 | nadl

Figure S5. Rearrangement of mitochondrial genomes of P. pectinatus in comparison to other
3 chlorophycean algae.

The genes marked in white are the genes on the heavy chain (outer circle in the map), and the
genes marked in gray are the light chain (genes in the inner circle in the map). The figure only
reflects the relative position of genes, not the length and the similarity between species. P.p:
Pectinodesmus pectinatus; T.o: Tetradesmus obliquus; N.a: Neochloris aquatica;C.i:

Chlorotetraedron incus.



