[bookmark: _Hlk57245011]Additional file 4 Fig S2. Relative expression of selected differentially expressed genes (DEGs) for quantitative polymerase chain reaction (qRT-PCR) among the three samples (F = flower bud stage; H = half blooming stage; B = full blooming stage). The error bar represents standard error of means. The correlation plot was constructed using qRT-PCR and RNA-seq data. *,**,*** represent significant difference between F samples and H / B samples at p < 0.05, 0.01, 0.001, respectively.
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