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Figure S3. PC1-PC2 distribution of kChains annotated as Ciprinus carpio genomic

sequences

PC2 plane. Dots on the graph represent

A. Projection of kChains on the PC1

kChains. Dots colored red denote kChains annotated as Cyprinus carpio genome

elements.

B. Average abundance levels of kChains annotated as Cyprinus carpio.



