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cretion of the Sweet-Tasting Plant Protein Brazzein in Pichia
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Figure S1. Mass spectra analyses of the 6 purified brazzein proteins. The calculated masses are indicated on the top of the

main peak for each brazzein proteins resulting from the pAA-bra (A), pAE-bra (B), pAl-bra (C), pAL-bra (D), pAS-bra (E),
pAV-bra (F) constructs.



