
Supplementary materials 

 

Supplementary Figure S1 Gene Optimization of thbg2. Wild_type represents t



he original gene sequence of the thbg2 from the metagenomic database. Optimi

zed represents the optimized sequence of the thbg2 based on the codon of E. 

coli.  

 

 
Supplementary Figure S2 PCR amplification products 

 

 

 

Supplementary Figure S3 Lineweaver-Burk plot of ThBg2 β-glucosidase 
 
 

y = 0.0091x + 0.0062
R² = 0.9938
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Supplementary Figure S4 The effect of temperature on stability of the commercial 
cellulase at 50 °C for 0, 1, 2, 3, 4, 5, and 6 h. The residual activity of the commercial 
cellulase was determined at 50 °C and pH5.6 using 1% sodium carboxymethyl 
cellulose as substrate. Cellulase activity was determined by DNS method. 
 
 
 


