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The 16S rDNA sequence of Ochl:

CAGAACGAACGCTGGCGGCAGGCTITAACACATGCAAGTCGAGCGCCCCGCAAG
GGGAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCATTTGCTACGGAATA
ACTCAGGGAAACTTGTGCTAATACCGTATGAGCCCGAAAGGGGAAAGATTTATCG
GCAAATGATCGGCCCGCGTITGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAG
GCGACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACA
CGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAA
GCCTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCTT
TCACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTG
CCAGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTA
AAGCGCACGTAGGCGGGCTAATAAGTCAGGGGTGAAATCCCGGGGCTCAACCCC
GGAACTGCCTTITGATACTGTTAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGA
GTGTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCT
CACTGGACCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTA
GATACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTTGGGGAGTTTACT
CTTCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAG
ATTAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTT
TAATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGTTA
GTGGAGACACTATCCITCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGT
CGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCG
CCCTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCC
GAGAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTAC
ACACGTGCTACAATGGTGGTGACAGTGGGCGGCGAGCACGCGAGTGTGAGCTAA
TCTCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTT
GGAATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTT



GTACACACCGCCCGTCACACCATGGGAGTTGGTTTTACCCGAAGGCGCTGTGCTA
ACCGCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGAA

The 165 rDNA sequence of Och2:

GAACGAACGCTGGCGGCAGGCTTAACACATGCAAGTCGAGCGCCCCGCAAGGG
GAGCGGCAGACGGGTGAGTAACGCGTGGGAACGTACCATTTGCTACGGAATAAC
TCAGGGAAACTTGTGCTAATACCGTATGAGCCCGAAAGGGGAAAGATTTATCGGC
AAATGATCGGCCCGCGTTGGATTAGCTAGTTGGTGGGGTAAAGGCCTACCAAGGC
GACGATCCATAGCTGGTCTGAGAGGATGATCAGCCACACTGGGACTGAGACACG
GCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGCAAGC
CTGATCCAGCCATGCCGCGTGAGTGATGAAGGCCCTAGGGTTGTAAAGCTCITTC
ACCGGTGAAGATAATGACGGTAACCGGAGAAGAAGCCCCGGCTAACTTCGTGCC
AGCAGCCGCGGTAATACGAAGGGGGCTAGCGTTGTTCGGATTTACTGGGCGTAAA
GCGCACGTAGGCGGGCTAATAAGTCAGGGGTGAAATCCCGGGGCTCAACCCCGG
AACTGCCTITTGATACTGTTAGTCTTGAGTATGGTAGAGGTGAGTGGAATTCCGAGT
GTAGAGGTGAAATTCGTAGATATTCGGAGGAACACCAGTGGCGAAGGCGGCTCA
CTGGACCATTACTGACGCTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA
TACCCTGGTAGTCCACGCCGTAAACGATGAATGTTAGCCGTTGGGGAGTTTACTCT
TCGGTGGCGCAGCTAACGCATTAAACATTCCGCCTGGGGAGTACGGTCGCAAGAT
TAAAACTCAAAGGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTA
ATTCGAAGCAACGCGCAGAACCTTACCAGCCCTTGACATCCCGATCGCGGTTAGT
GGAGACACTATCCTITCAGTTCGGCTGGATCGGAGACAGGTGCTGCATGGCTGTCG
TCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGCAACGAGCGCAACCCTCGCC
CTTAGTTGCCAGCATTCAGTTGGGCACTCTAAGGGGACTGCCGGTGATAAGCCGA
GAGGAAGGTGGGGATGACGTCAAGTCCTCATGGCCCTTACGGGCTGGGCTACAC
ACGTGCTACAATGGTGGTGACAGTGGGCAGCGAGCACGCGAGTGTGAGCTAATC
TCCAAAAGCCATCTCAGTTCGGATTGCACTCTGCAACTCGAGTGCATGAAGTTGG
AATCGCTAGTAATCGCGGATCAGCATGCCGCGGTGAATACGTTCCCGGGCCTITGTA
CACACCGCCCGTCACACCATGGGAGTTGGTTITACCCGAAGGCGCTGTGCTAACC
GCAAGGAGGCAGGCGACCACGGTAGGGTCAGCGACTGGGGTGA

The 165 rDNA sequence of Psel:

CAGATTGAACGCTGGCGGCAGGCCTAACACATGCAAGTCGAGCGGATGAGGAGA
GCTTGCTCTCTGATTCAGCGGCGGACGGGTGAGTAATGCCTAGGAATCTGCCTGG
TAGTGGGGGACAACGTTTCGAAAGGAACGCTAATACCGCATACGTCCTACGGGA
GAAAGTGGGGGATCTTCGGACCTCACGCTATCAGATGAGCCTAGGTCGGATTAGC
TAGTTGGTGGGGTAACGGCTCACCAAGGCGACGATCCGTAACTGGTCTGAGAGG
ATGATCAGTCACACTGGAACTGAGACACGGTCCAGACTCCTACGGGAGGCAGCA
GTGGGGAATATTGGACAATGGGCGAAAGCCTGATCCAGCCATGCCGCGTGTGTGA
AGAAGGCCCTCGGGTCGTAAAGCACTTTAAGCTGGGAGGAAGGGTTGTAACCTA
ATACGTTGCAGCTTTGACGTTACCAGCAGAATAAGCACCGGCTAACTCTGTGCCA
GCAGCCGCGGTAATACAGAGGGTGCAAGCGTTAATCGGAATTACTGGGCGTAAA
GCGCGCGTAGGTGGCTTGGTAAGTTGAATGTGAAATCCCCGGGCTCAACCTGGGA



ACTGCATCCAAAACTGCCTGGCTAGAGTACGGTAGAGGGTGGTGGAATTTCCTGT
GTAGCGGTGAAATGCGTAGATATAGGAAGGAACACCAGTGGCGAAGGCGACCAC
CTGGACTGATACTGACACTGAGGTGCGAAAGCGTGGGGAGCAAACAGGATTAGA
TACCCTGGTAGTCCACGCCGTAAACGATGTCAACTAGCCGTTGGGGTCCTTGAGA
CTTTAGTGGCGCAGCTAACGCAATAAGTTGACCGCCTGGGGAGTACGGCCGCAA
GGTTAAAACTCAAATGAATTGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGT
TTAATTCGAAGCAACGCGAAGAACCTTACCAGGCCTTGACATGCAGAGAACTTTC
CAGAGATGGAGAGGTGCCTTCGGGAGCTCTGACACAGGTGCTGCATGGCTGTCGT
CAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTAACGAGCGCAACCCTTGTCC
TTAGTTACCAGCACATCATGGTGGGCACTCTAAGGAGACTGCCGGTGACAAACCG
GAGGAAGGTGGGGATGACGTCAAGTCATCATGGCCCTTACGGCCTGGGCTACAC
ACGTGCTACAATGGTCGGTACAAAGGGTTGCCAAACCGCGAGGTGGAGCTAATC
CCATAAAACCGATCGTAGTCCGGATCGCAGTCTGCAACTCGACTGCGTGAAGTCG
GAATCGCTAGTAATCGTGAATCAGAACGTCACGGTGAATACGTTCCCGGGCCTITG
TACACACCGCCCGTCACACCATGGGAGTGGGTTGCACCAGAAGTAGCTAGTCTAA
CCTTCGGGAGGACGGTTACCACGGTGTGATTCATGACTGGGGTGAAGTCGT

The concentration of 3-HCH in water was 10 ug-L-1/100 pg-L™, and
we detected the concentration of B-HCH in water and canna tissues.

Control Different degrading bacteria Canna(C) Canna-different Deionized water for pre-culture Canna
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Microbial diversity in water and rhizosphere of Canna was detected

Figure S1. Experimental process diagram
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Figure S2. Chromatogram of f-HCH detection
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Figure S3. Standard curve of -HCH




